
 

A. The ‘genome model tools’ (gmt) command 

 
 
B. Each top-level command provides access to a list of tools, or further sub-trees 

 
 
 
  



 

C. The ‘gmt fasta’ sub-tree contains script-like components for working with FASTA files 

 
 
D. Each tool has auto-generated help 

 
 
 



 

E. The code for a GMT tool can be as simple as a short script 

 
 
 
  



 

F. Additional code can be added to the module to explicitly or dynamically generate other documentation 

 


