A. Automated IGV session creation facilitates manual review of Indels
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B. TAF1 mutations. Amino acid and protein domain context
HCC1395 mutation

|D349del
R363C
D441V
16921
E706K
712V
£1062D
R1202H
A1354V
1 1406Q
R1463W
L 1647fs
D1669Y
11762V
\-©@——G1805V

_-@—P163L
~Q——G177D

N\

J

O

O
S,
_~O0O—R864W
_@—11738R

<O0O—R864Q

O
_@—R1190C

O
|| @ Ri1247s
N\ @——R1254Q

O

O

O
~ ©O——S1693Y
——L_ O F1754D

1 T T
0 300 600 900 1200 1500 1800

Scale (AA)
O in_frame_del E Bromodomain @ TAF_II_230-bd
@ frame_shift_del O TAF1_animal [0 TFID_sub1_DUF3591
© missense



