
A. Automated IGV session creation facilitates manual review of Indels 

TAF1 (6 base deletion) in RNA

B. TAF1 mutations. Amino acid and protein domain context

0 300 600 900 1200 1500 1800

Scale (AA)

Bromodomain
TAF1_animal

TAF_II_230-bd
TFIID_sub1_DUF3591frame_shift_del

missense

R
14

63
W

G
18

05
V

L1
64

7f
s

R
36

3C

S
16

93
Y

R
12

54
Q

L6
92

I

R
86

4W

E
70

6K

R
12

02
H

A
13

54
V

R
11

90
C

R
12

47
S

I1
76

2V

L1
40

6Q

D
16

69
Y

E
17

54
D

E
10

62
D

G
17

7D

L1
73

8R

R
86

4Q

D
44

1V

M
71

2V

P
16

3L

ID
34

9d
el

in_frame_del

HCC1395 mutation

TAF1 (6 base deletion) in Exome

TAF1 (6 base deletion) in WGS

WGS 
normal

WGS 
tumor

Exome 
normal

Exome 
tumor

RNA 
tumor

Sequence
Gene


