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1 Manhattan plots

Each plot shows the − log10(p) values for disease(s) and expression of gene(s) with evidence of association
to each region. To allow visual resolution of distinct signals, points are coloured according to the LD
(r2) between the SNP they represent and the index SNP(s) shown in the key.
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Supplementary Figure 1. Chromosome 1q22 expression of ADAM15 (probe ILMN 1751500)
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1q31.2 RGS1
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Supplementary Figure 2. Chromosome 1q31.2 expression of RGS1 (probe ILMN 1656011)
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9q34.3 CARD9

0

10

20

30

0

5

10

15

0

2

4

6

0

10

20

30

0

5

10

15

20

25

0

10

20

30

0

5

10

15

20

C
R

O
U

C
B

 cells
M

ono
M

ono +
 IF

N
 24hr

M
ono +

 LP
S

 2hr
M

ono +
 LP

S
 24hr

−
lo

g1
0(

p)

SNPs

rs3829110

DKFZP434A062

GPSM1

DNLZ

CARD9

SNAPC4

SDCCAG3

PMPCA

INPP5E

C9orf163

SEC16A

MIR4673

0

20

40

60

80

cM
/M

b

139200000 139300000 139400000

Supplementary Figure 3. Chromosome 9q34.3 expression of CARD9 (probe ILMN 1712532)
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Supplementary Figure 4. Chromosome 12p13.31 expression of LTBR (probe ILMN 1667476)
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15q25.1 CTSH
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Supplementary Figure 5. Chromosome 15q25.1 expression of CTSH (probe ILMN 2390853)
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22q13.1 SYNGR1
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Supplementary Figure 6. Chromosome 22q13.1 expression of SYNGR1 (probe ILMN 1727805)
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22q13.1 SYNGR1
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Supplementary Figure 7. Chromosome 22q13.1 expression of SYNGR1 (probe ILMN 1810875)
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Supplementary Figure 8. Chromosome 8p23.1 expression of BLK (probe ILMN 1668277)
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8q21.12 FAM164A
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Supplementary Figure 9. Chromosome 8q21.12 expression of FAM164A (probe ILMN 1789558)
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8q21.12 FAM164A
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Supplementary Figure 10. Chromosome 8q21.12 expression of FAM164A (probe ILMN 2057981)
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12q14.1 FAM119B
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Supplementary Figure 11. Chromosome 12q14.1 expression of FAM119B (probe ILMN 1723846)
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 12. Evidence for colocalisation across chromosome 1q22 region. This and
each plot from Supplementary Figures 13–20 shows the posterior support for association of both gene
expression and disease to a region (PP3 + PP4, x axis) and odds for colocalisation (PP4 : PP3, y axis,
log scale) across all cell types considered and all genes with evidence of an eQTL in at least one cell
type. Colocalising signals are located in the top right of any plot. Where multiple probes exist for a
gene, they are shown by the same symbol, allowing us to highlight regions where colocalisation is
specific to a single probe (isoform-specific colocalisation). In no case do we find multiple genes
colocalising with a disease, or the same gene colocalising across all cells considered. In most cases, the
colocalisation is disease-specific. Green (blue) shading is used to indicate regions where the odds
PP4:PP3 > 5 : 1 (< 1 : 5), indicating colocalising (distinct) effects, but note that interpretion also
depends on the evidence for assocation (PP3 + PP4, x axis).
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 13. Evidence for colocalisation across chromosome 1q31.2 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 14. Evidence for colocalisation across chromosome 9q34.3 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 15. Evidence for colocalisation across chromosome 12p13.31 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 16. Evidence for colocalisation across chromosome 15q25.1 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 17. Evidence for colocalisation across chromosome 22q13.1 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 18. Evidence for colocalisation across chromosome 8p23.1 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 19. Evidence for colocalisation across chromosome 8q21.12 region. See
Supplementary Figure 12 for details.
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B cells Mono: resting Mono: IFN Mono: LPS 2hr Mono: LPS 24hr
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Supplementary Figure 20. Evidence for colocalisation across chromosome 12q14.1 region. See
Supplementary Figure 12 for details.
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Supplementary Figure 21. Chromosome 2q12.1 expression of IL18R1 (probe ILMN 1781700)
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Supplementary Figure 22. Chromosome 22q13.1 expression of PDGFB (probe ILMN 1775822) in
monocytes stimulated with LPS for 2 hours and SYNGR1 (probe ILMN 1810875) in B cells. PDGFB
is located 160kb outside the region shown, at chr22:39,619,364..39,640,957
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