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Figure S1 (From left to right) The measured experimental SAXS profile, Guinier plot, and the Kratky plot for (from top to bottom): ctMex67-RR-
NTF2L:Mtr2, ctMex672VBA:Mtr2, and ctMex674N:Mtr2. Highly schematic representations of the construct used are shown on the left side.
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Kratky plot
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Figure S2 ctMex67-RR-NTF2L \as separated by size-exclusion chromatography and the molecular masses were determined by multiangle light scattering
(SEC-MALS). The protein eluted as a single peak with a molecular mass consistent with a dimer in solution.



