
S6 Table. Primers and probes for quantitative Real Time-PCR 

Gene Forward primer (5´ - 3´) Reverse primer (5´- 3´) Probe References 

Gapdh TCACCACCATGGAGAAGGC GCTAAGCAGTTGGTGGTGCA ATGCCCCCATGTTTGTGATGGGTGT Giulietti 2001 [13] 

Ef-1α CAAAAACGACCCACCAATGG GGCCTGGATGGTTCAGGATA AGCAGCTGGCTTCACGCTCAGGTG Braun 2010 [14] 

B2m ATTCACCCCCACTGAGACTGA CTCGATCCCAGTAGACGGTC TGCAGAGTTAAGCATGACAGTATGGCCG Norris 2000 [15] 

Muc1 TATGGGCAGCTGGACATCTT ATTACCTGCCGAAACCTCCT ATGAGTGAATACCCTACCTACCACA * 

Muc2 CTCCATTGAGTTTGGGAACAT TTCGGCTCGGTGTTCAGAG CTGAGGCAGTACAAGAACCG * 

Muc3 GGAACTGGTGGAGAGCGTAG CGGTCCTGTAGCTTCTCACTG TCCGTGGAAGTGAGTGTGAC * 

Muc4 GTCCACTTCTTCCCCATCTC GTAGCCTTTGTAGCCATCACAT CCAGGACCAGATGGCTCTGAACCT Tetaert 2007 [16] 

Muc5ac GCGTGGAGAATGAAAAGTATGCT CCCAGTGCCACGCCACCGTG CATACATGCAGTTCGAGAAGAAG * 

Muc5b GCACGTAAATGCGACTGTCT TATCCAAGTACTCCATGGAGGCCC ATGGACCTTGCTCTCCTGAC Mundhenk 2012 [17] 

Muc6 CACCAACACAGAAGGCTGTT CTGTGTACCCTGTGCACCAC CTGTGTACCCTGTGCACCAC * 

*Primers and probes designed by authors. 
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