rTnfa rll-1p8 rli-6

—~ 0.06- ~ 1.5 — 0.10-
£ = £
- & & 0.084
& 0.044 & 1.0 =g
=1 =] =] 0'06-
X X * X
= = * = 0.04-
2 0.02- 2 0.5 =
£ £ £ 0029 , .
2 = 2
0.00- 0.0- 0.00-
&S S 8L &S S S L & & & &
& ¢S & ¢S & &
&S & & ¢ &
S Qx“ S qx* ¥ &
> > <
rll-17c rCel7 rCel2
— 0.5 ~ 0.6 — 1.0
£ £ £
2 0.4 % & 0.8
o — =
S 0.3 S S 0.6
2 X 2
s 0.24 S £ 041
g g 3 o
E. 0.14 la ‘EL 0.2
= s s
= 0.0 0.0-
S P N » & & &
S S¢S
» D » S
B X

SUPPLEMENTARY FIG. S4. RQ-PCR analysis of transcripts that encode inflammatory cytokines in lungs from the
indicated groups. The relative expression levels of these genes are presented as the relative fold changes compared to the
value of the control rats (CTL) and are presented as mean* SEM (n=4; *P <0.05 compared with CTL).





