Table S1. Alignment of proteins in group IA around Cys448 in LodA

Locus tag

Organism

Sequence of residues 430-463 in LodA

XhxxxDxxxhGNCVGxPXCPG I EVTWSxx1xxhY

Marme_2662 LodA

LodA Marinomonas mediterranea MMB-1

PVSDMDTAS IGNCVGLPMCPGIEMTWSLQNPVIY

Mmwyl1l 3721 Marinomonas sp. MWYL1 PVNEMDAAS IGNCVGLPMCPGIEVTWSLQNSKLY
M320_pool_00037300 | Marinomonas sp GOBB3-320 YVNEMDAAS IGNCVGLPMCPGIEVTWSLQNSKLY
PTD2_20217 Pseudoalteromonas tunicata D2 AVHPLDKAS IGNCVGLPMCPGIEVTWSLQNPNLY
G509DRAFT_1169 Flavobacterium subsaxonicum DSM 21790 PVSLDDTASVGNCVGLPMCPGIEVTWSMQNPAVY
PCIT_22609 Pseudoalteromonas citrea NCIMB 1889 PVDPLDQGSVGNCVGLPMCPGIEVTWSLQNPKVY
Rhein_1334 Rheinheimera sp. A13L PVNPLDQGSVGNCVGLPMCPGIEVTWSMQNPAVY

H527DRAFT_03370

Aquimarina muelleri DSM 19832

AISEIDMASVGNCVGLPMCPGIEVTWSLQNENITY

PL2TA16_00557

Pseudoalteromonas luteoviolacea 2tal6

GVFYADQSSVGNCVGLPMCPG I EVTWSMQNPAVY

PF1aDRAFT_00041100

Pseudoal teromonas flavipulchra 2ta6

GVFYADQGSVGNCVGLPMCPGIEVTWSLQNPAVY

UY7DRAFT_03653

Pseudoalteromonas flavipulchra JG1

GVFYADQGSVGNCVGLPMCPGIEVTWSLQNPAVY

PP1S_19511

Pseudoal teromonas piscicida JCM 20779

GVFYADQGSVGNCVGLPMCPGIEVTWSLQNPAVY

G366DRAFT_02721

Pseudoal teromonas piscicida ATCC 15057

GVFYADQGSVGNCVGLPMCPGIEVTWSLQNPAVY

Gei7105DRAFT_0285

Geitlerinema sp. PCC 7105

GVDDRDRASVGNVVGLPQCPGIEVTWTTQONPIVY

Nhal 1391 Nitrosococcus halophilus Nc4 PLCSATSAAMGNCVGLPMCPGIEVTWSMQNPAITY
FA60DRAFT_04769 Duganella zoogloeoides ATCC 25935 GIAALDRAAIGNCVGEPMCPGIEVTWSVRNPVIY
2520384729* Nitrolancetus hollandicus Lb GIHPLDRVD IGNCVGDPMCPGI EVTWSVRNPALY

G559DRAFT_00896

Pseudomonas resinovorans DSM 21078

GVTALDRASVGNCVGGPLCPGIEVTWSLYSPELY

CC1582_00022990

Pseudomonas viriddaflava CC1582

NVTDLDRASVGNCVGGPFCPGIEVTWSLYSKALY

TA043_00024900

Pseudomonas viridaflava TA043

NVTDLDRASVGNCVGGPFCPGIEVTWSLYSKALY

Blue, consensus 100%; Red, >90%; H, hydrophobic residue; 1, N or S
*, IMG gene identification




Table S2. Alignment of proteins in group IA around Lys530 in LodA

Locus tag Organism Sequence of residues 494-590 in LodA
XGC1PGDLTKRMAXPWQADFFXC32Qx2NFxxPxhNK PxXPXYYXYWWPPQSPWDV4
Marme_ 2662 LodA Marinomonas mediterranea MMB-1 TGCEPGDLTKRMACPWQADFFNCTIQTVNFSEPSVNK (x)40 PLPPAYYSYWWPPQSPWDVL
Mmwy 11 3721 Marinomonas sp. MWYL1 VGCEPGDLTKRMACPWQADFFNCTVQVVNFSEPKVNK (x)40 PLPPAYYSYWWPPQSPWDVL
M320_pool 00037300 | Marinomonas sp GOBB3-320 GGCEPGDLTKRMACPWQADFFENCTVQVVNFSEPKVNK (x)40 PLPPAYYSYWWPPQSPWDVL
PTD2_20217 Pseudoalteromonas tunicata D2 GGCQPGDLTKRMACPWQADFFQCTVQPVNFTEPLINK (x)74 PITPTYYSYWWPPQSPWDVL
G509DRAFT_1169 Flavobacterium subsaxonicum DSM 21790 GGCEPGDLTKRMACPWQADFFECT IQT INFSDPAVNK (x)08 PLPPTYYSYWWPPQSPWDVI
PCIT_22609 Pseudoalteromonas citrea NCIMB 1889 GGCEPGDLTKRMACPWQADFFQCTIQNINFTNPAKNK (x)04 PLPPTYYSYWWPPQSPWDVL
Rhein_1334 Rheinheimera sp. A13L GGCQPGDLTKRMACPWQADFFQCTVQPVNFTVPEVNK (x)04 PLPPTYYAYWWPPQSPWDVL
H527DRAFT_03370 Aquimarina muelleri DSM 19832 GGCEPGDLTKRMACPWQADFFQCTIQY INFSDPEINK (x)34 PLPPSYYTYWWPPQSPWDVL
PL2TA16_00557 Pseudoalteromonas luteoviolacea 2tal6 GGCQPGDLTKRMACPWQADFFNCTIQNVNFTDPTVNK (x)12 PLAPTYYSYWWPPQSPWDVL
PF1aDRAFT_00041100 | Pseudoalteromonas flavipulchra 2ta6 GGCQPGDLTKRMACPWQADFFNCTIQNVNFTEPTVNK (x)12 PAAPTYYSYWWPPQSPWDVL
UY7DRAFT_03653 Pseudoalteromonas flavipulchra JG1 GGCQPGDLTKRMACPWQADFFNCTIQNVNFTEPTVNK (x)12 PAAPTYYSYWWPPQSPWDVL
PPIS_19511 Pseudoalteromonas piscicida JCM 20779 GGCQPGDLTKRMACPWQADFFENCT IQNVNFTEPTVNK (x)12 PAAPTYYSYWWPPQSPWDVL
G366DRAFT_02721 Pseudoalteromonas piscicida ATCC 15057 | GGCQPGDLTKRMACPWQADFFNCTIQNVNFTEPTVNK (x)12 PAAPTYYSYWWPPQSPWDVL
Gei7105DRAFT_0285 Geitlerinema sp. PCC 7105 GGCEPGDLTKRMATIPWQADFFNCSIQFVNFTDPNVNK (x)09 PKPPTYYSYWWPPQAPWNVL
Nhal 1391 Nitrosococcus halophilus Nc4 GGCEPGDLTKRMAIPWQADFFNCTIQYVNFTDPDINK (x)04 PLPPSYYAYWWPPQAPWDVL
FA60DRAFT_04769 Duganella zoogloeoides ATCC 25935 SGCEPGDLTKRMAIPWQADFYDCSVQMINFDNPDLVK (x)06 PVPPTYYAYWWPPQSPWNVI
2520384729* Nitrolancetus hollandicus Lb GGCEPGDLTKRMAIPWQADFFACSVQY INFTDPNVNK (x)04 PKPPTFFAYWWPPQSPMHVI
G559DRAFT_00896 Pseudomonas resinovorans DSM 21078 QGCEPGDLTKRMAIPWQADFFQCTVQYVNFTDPEVNK (x)04 PKAPSYYAYWWPPQSPWNVL
CC1582_00022990 Pseudomonas viriddaflava CC1582 QGCEPGDLTKRMATPWQSDFFQCTVQY INFSDSDANK (x)04 PKPPTYYAYWWPPQSPWNV I
TA043_00024900 Pseudomonas viridaflava TA043 QGCEPGDLTKRMATPWQSDFFQCTVQY INFSDNDANK (x)04 PKPPTYYAYWWPPQSPWNV I

Blue, consensus 100%; Red, >90%; h: hydrophobic residue; 1, EorQ; 2, 1orV; 3,SorT;4,1orL
*, IMG gene identification




Table S3. Alignment of proteins in group IA around Tyr211 in LodA

Locus tag Organism Sequence of residues 182-230 in LodA

LGXhXTDXXGRLhVhGGXGXAGGXXxxhx123GxxxWxDDx4DGXxVxCxh
Marme_2662 LodA Marinomonas mediterranea MMB-1 LGTLRTDSQGRL IVLGGYGFAGGNTDLSGYGGGDDWYDD1SDGSVTCVV
Mmwy 11 3721 Marinomonas sp. MWYL1 LGTLLTDDKGRL IVLGGYGRAGGNTDLEGYGGGDEWFDD 1 SDGPVTCVV
M320_pool_00037300 | Marinomonas sp GOBB3-320 LGTLRTDNKGRL IVLGGYGRAGGNTDLEGYGGGDEWFDD I SDGPVTCVV
PTD2 20217 Pseudoalteromonas tunicata D2 LGTLKTDNKGRL IVFGGYGHAGGDEALTSYGGSDTWHDDTADGPVYCEV
G509DRAFT_1169 Flavobacterium subsaxonicum DSM 21790 LGNLLTDASGRLVVLGGYGNAGGNEPLTSYGGSSTWHDD ISDGPVYCTV
PCIT_22609 Pseudoal teromonas citrea NCIMB 1889 LGDLKTDNEGRL I1VLGGYGHAGGDKPLVSYGGSDTWHDD IADGPVYCTV
Rhein_1334 Rheinheimera sp. Al13L LGDLLTDDLGRL IVLGGYGNAGGDEPLTSYGGSNTWHDDISDGPVYCTV

H527DRAFT_03370

Aquimarina muelleri DSM 19832

LGDLLTDDEGRL IVLGGYGHAGGNEPLTSYGGSNTWHDD ISDGPVYCTI

PL2TA16_00557

Pseudoalteromonas luteoviolacea 2tal6

LGNILTDNEGRLVVIGGFGNAGGNEPLESYGGADTWHDDIADGTVYCTV

PFlaDRAFT_00041100

Pseudoalteromonas flavipulchra 2ta6

LGDILTDNEGRLVVLGGKGNAGGNLPLESYGGADTWHDDIADGTVYCTV

UY7DRAFT_03653

Pseudoalteromonas flavipulchra JG1

LGDILTDNEGRLVVLGGKGNAGGNQPLESYGGADTWHDDIADGTVYCTV

PP1S_19511

Pseudoalteromonas piscicida JCM 20779

LGDILTDNEGRLVVLGGKGNAGGNQPLESYGGADTWHDDIADGTVYCTV

G366DRAFT_02721

Pseudoalteromonas piscicida ATCC 15057

LGDILTDNEGRLVVLGGKGNAGGNQPLESYGGADTWHDDIADGTVYCTV

Gei7105DRAFT_0285

Geitlerinema sp. PCC 7105

LGTLKTDSSGRLLVLGGFGKSGGDLPLSSYGGADTWYDDISDGSVTCTI

Nhal_1391 Nitrosococcus halophilus Nc4 LGTIKTDREGRLLVLGAYGRAGGDEP I TSYGGADTWYDD IADGPVECTV
FAGODRAFT_04769 Duganella zoogloeoides ATCC 25935 LGEMRTDSAGNLLVIGAYGRAGGIDPITGFGGGDTWNDD IADGPVTATV
2520384729* Nitrolancetus hollandicus Lb LGDLLTDADGRLLVLGGFGKAGGSEP I TSFAGADTWHDDVSDGPVSCKL

G559DRAFT_00896

Pseudomonas resinovorans DSM 21078

LGEMRTDQQGRLLVLGGYGHAGGNQS I TSFAGADGWHDD ISDGPVTCTL

CC1582_00022990

Pseudomonas viriddaflava CC1582

LGGVLTDNKGRLLVLGGYGHAGGDQS I TSFAGADTWHDDTSDGPVTCTL

TA043_00024900

Pseudomonas viridaflava TA043

LGGVLTDKKGRLLVLGGYGHAGGDQS I TSFAGADTWHDDTSDGPVTCTL

Blue, consensus 100%; Red, >90%; h: hydrophobic residue; 1, GorS; 2, YorF; 3,Gor A;4,Sor A
*, IMG gene identification




