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Figure S1.  Workflow for the comparative secretome analysis of high- and low-autophagy cells.  

Schematic of the label-free approach used to identify differentially secreted proteins in the 

conditioned media (M) and the interstitial fluid (IF) of WM793 and 1205Lu cells.   



 

Figure S2.  SDS-PAGE separation of melanoma conditioned medium and secretome 

reproducibility.  (A) “Preparative” minigels of conditioned medium of low- and high- autophagy 

melanoma cell lines.  Gels were run to 2-cm length and excised into 20 1-mm fractions.  (B) 

Total protein (left axis) and peptide identifications (right axis) by cell culture compartment and 

by biological and technical replicates in 1205Lu and WM793 cell lines.   



 

Figure S3.  Venn diagrams illustrating total numbers of shared and unique proteins identified 

across: left panels - biological replicates (A and B) of interstitial fluid (IF); middle panels – 

biological replicates (M-A, M-B) and technical replicates (M-B1, M-B2) of media; right panels – 

combined media replicates vs. combined interstitial fluid replicates.  (A) 1205Lu and (B) 

WM793.   



 

Figure S4.  Statistical analysis of protein intensity variation across replicates.  (A) Protein 

intensity comparison of technical replicates, with associated 95% confidence intervals for 

1205Lu and WM793.  (B) Protein intensity comparison of supernatant and interstitial fluid 

compartments by cell line with overlaid 95% confidence intervals.   



 

 Figure S5.  SAM analysis and data filtering.  SAM plot illustrating observed scores plotted as a 

function of permuted/expected scores.  False discovery rate was set based on the Δ tuning 

parameter.  Data points in green represent proteins elevated in 1205Lu, whereas data points in 

red are those elevated in WM793 (FDR = 3.52%).     



 

Figure S6.  ATG7 silencing in WM1346 melanoma cell line.  ATG7 and LC3 expression in 

WM1346 cells 96 h post-transfection with 20 nM siRNA.   

  



Table S1. Differentially secreted proteins across high- and low-autophagy melanoma cells.  

 

 


