Supplementary Table S1 — Yeast strains used in this study

Strain Genotype Source

Genetic background: BY4741

MSY-WT2 MATa leu24 met154 ura340 (13]

MSY-Y2 MATa leu24 metl54 ura340yihlA::KanR [13]

ESY-11b MATa leu24 metl54 ura340yihl::KanRA:YIH1-URA3 [13]

VN_3198 MATa leu24 his34 metl54 ura340 YIH1-VN::kIURA3 Korea Bioneer

VN_1325 MATa leu24 his34 metl54 ura340 CET1-VN::KIURA3 Korea Bioneer

E57 MATa ura3-52, lys2-801, ade2-101, trp141, his34200, leu241 [66]

BCY20 As VN_3198, and CDC28-VC::his3MX6 This study

BCY21 As E57, and CDC28-VC::his3MX6 This study

RRY62a As VN_3198 and GCN1-VC::his3MX6 (Ramesh and
Sattlegger
unpublished)

YBR160W MATA leu24 his34 metl54 ura340 CDC28-GFP::his3MX6 Life

Genetic background: H1511

H1511

ESY11001b

H2556

H2557

ESY11071aa

ESY10075aa

MAT « ura3-52 trp1-63 leu2-3,112 GAL2+
As H1511, and yih14::KanR

As H1511, and gcnl4

As H1511, and gcn24

As H1511, and gcnl4, yihl::KanR

As H1511, and gcn24, yihl::KanR
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