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Selected regions of the 2D "H,"H-NOESY spectra (I) recorded for CpreTM in 20 mM
DPC (A) and in 25 % HFIP (B), and for TMDp in 25 % HFIP (C) at pH 7.0 and 25°C. The
intra-residual daN(i,i) NOEs are labelled, and the medium-range non-sequential NOEs are
boxed. ‘sc’ indicates the cross-peaks corresponding to non-sequential NOEs involving side
chain protons. All the other non-sequential cross-peaks are daN(i,i+2), daN(i,i+3), or
daN(i,i+4).
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Selected regions of the 2D "H,"H-NOESY spectra (II) recorded for CpreTM in 20 mM
DPC (A) and in 25 % HFIP (B), and for TMDp in 25 % HFIP (C) at pH 7.0 and 25°C
showing NOEs involving aromatic protons. The medium-range non-sequential NOEs are
boxed and labelled, except for those in crowded regions.



