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Simulated Tumor Size profiles

Supplementary Figure S1: TS profiles, characterized by different dynamics and, then, responses during
and after therapy, have been simulated. In particular, starting from the parameter configuration reported
in Supplementary Table S1, simulations of different tumor time courses have been obtained by varying
parameters reported in the legend. Tumor dynamics simulated with nominal parameter values is shown in
green. As expected, modifications of initial tumor portions, cytotoxic drug effect, proliferation rate of fully
resistant cells and rates of resistance acquisition clearly influence tumor response. Administration times of
the anti-EGFR inhibitor and cytotoxic drug are reported as blue and red arrows, respectively.
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