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Supplementary Figure S6: Preliminary cytokines datasets from (a) HEP3B, (b) HEPG2 and (c) HUH7 cells. Rows represent measurements of 13
cytokines assayed in cell supernatants 24 h post treatment with a stimuli mixture (IL6, IL1A and TNFA) or medium (MEM). Columns represent
each of 14 different compounds or DMSO. Black color highlights signals that exceeded a 2-fold threshold alteration compared to DMSO-MEM.
Numbers indicate max values of fluorescence units. Abbreviations: TNFRSF 9, TNF receptor superfamily member 9; TWEAK, TNF-related weak
inducer of apoptosis (alternate name: tumor necrosis factor ligand superfamily member 12)



