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3-dimensional representation of POLR1C extrapolated from the yeast Pol | structure. POLR1C mutations affect amino acids
that are conserved in S. cerevisiae. Due to their location at the hydrophobic core of the subunit, four of the mutations (p.Met65Val
(Leu56), p.Val94Ala (Phe85), p.lle262Thr (lle256), p.Glu324Lys (K316)) likely impair, at least partly, the overall folding of POLR1C.
The location of p.Arg109His (Arg100) in the vicinity of POLR2L (RPB10) can be extrapolated to a similar location in Pol Ill and
suggests that the interaction of POLR1C to the remainder of the Pol Ill could be weakened. As p.Asn74Ser (Asn65) is located at the
interface with POLR1B (RPA135), a similar conclusion can be drawn regarding the interaction with POLR3B. The mutation
p.Cys146Arg (Cys140) are predicted to impair the overall folding of the subunit, altering its stability. The deletion p.Lys295del
(Asp287) is represented on the left panel while the deleted portion of the protein is shown in light grey on the right panel. p.Thr26lle,
p.Asn32lle and p.Lys154Rfs*4 were not represented since they are not found in the POLR1C structure model or represent a large
truncation of the protein.



Supplementary Figure 2
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Full scan of the Western blot showing expression levels of FLAG-tagged POLR1C variants (WT and mutants) using GAPDH as a
loading control.



Supplementary Table 1: Exome sequencing summary

Total captured (G) 4.9 6.1 3.7

% of captured with > 10 (%) 95.8
Average coverage of captured region 56.06x 58.42x 104.8x
Total number of SNPs 73,126 70,768 35,667
Total number of INDELs 6,662 6,598 2941
NS/I 4,851 4,624 4,809
*Novel 27 8 22
Common on both samples 0 0 0
Different mutations in same gene 1 1 0

NS/I 7,103 6,837 5,633
*Novel 238 180 351
Common on both samples 12 18 11
Common to ALL samples 1 1 1

# X-linked 1,186 1,160 1,030

*Novel variants refer to those not present in the dbSNP and 1000 Genome databases

Legend: NS: non-synonymous; I: indel




Supplementary Table 2a: POLR1C mutations

1 | By WES 2 chr6:43485069 C.95A>T p.Asn32lle PATERNAL
2 C.95A>T p.Asn32lle MATERNAL
5 " By WES 3 chr6:43487150 C.221A>G p.Asn74Ser PATERNAL
3 C.221A>G p.Asn74Ser MATERNAL
3 " By WES 5 chr6:43487857 c.436T>C p.Cys146Arg MATERNAL
8 chr6:43488747-43488749 €.883_885delAAG p.Lys295del PATERNAL
4 IV na 2 chr6:43485051 c.77C>T p.Thr26II§ PATERNAL
4 chr6:43487520 c.326G>A p.Arg109His MATERNAL
5 Vv na 3 chr6:43487122 c.193A>G p.Met65Val n.a
6 chr6:43488082 c.572G>A p.Arg191Glin n.a
6 VI na 4 chr6:43487520 c.326G>A p.Arg109His PATERNAL
9 chr6:43488967 c.970G>A p.Glu324Lys MATERNAL
7 VI na 5 chr6:43487816 c.395G>A p.Gly132Asp MATERNAL
5 chr6:43487882-43487883 c.461 462delAA p.Lys154Argfs*4 PATERNAL
8 Vil na 4 chr6:43487475 €.281T>C p.Val94Ala PATERNAL
7 chr6:43488492 c.785T>C p.lle262Thr MATERNAL




Supplementary Table 2b: POLR1C minor allele frequency (MAF) from common databases

1 | C.95A>T p.Asn32lle 0% n.a n.a n.a n.a n.a
C.95A>T p.Asn32lle 0%

> I C.221A>G p.Asn74Ser 0% 0.00002442 | 0.0077 n.a n.a n.a
C.221A>G p.Asn74Ser 0%

3 I c.436T>C p.Cys146Arg 0% n.a n.a n.a n.a n.a

€.883_885delAAG p.Lys295del 0% n.a n.a n.a n.a n.a

4 Y c.77C>T p.Thr26lle 0% n.a n.a n.a n.a n.a

€.326G>A p.Arg109His 0% n.a n.a n.a n.a n.a

5 Vv c.193A>G p.Met65Val 0% 0.0008546 n.a G=0.000/1 n.a n.a

c.572G>A p.Arg191GIn 0% 0.00007328 | 0.0231 n.a n.a n.a

6 Vi c.326G>A p.Arg109His 0% n.a n.a n.a n.a n.a

c.970G>A p.Glu324Lys 0% n.a n.a n.a n.a n.a

7 VI €.395G>A p.Glyl32Asp rs201320592 | 0.15% 0% 0.0003528 n.a n.a n.a n.a

c.461 462delAA | p.Lys154Argfs*4 0% 0.000008133 n.a n.a n.a n.a

8 VI c.281T>C p.Val94Ala 0% n.a 0.0384 | A=0.000/2 n.a n.a

c.785T>C p.1le262Thr 0% 0.00002441 n.a n.a n.a n.a




Supplementary Table 2c: In silico analysis of POLR1C variant pathogenicity

C.95A>T p.Asn32lle DISEASE-CAUSING DELETERIOUS
| TOLERATED [0.158] | DAMAGING [0.93
c.95A>T p.Asn32lle [0.99] [ ] [0-93] [3.651]
C.221A>G p.Asn74Ser DISEASE-CAUSING DELETERIOUS
I A T 0,99 DAMAGING [0.002] | DAMAGING [0.99] 4.560]
C.436T>C p.Cys146Arg DISEASE-CAUSING | 5AMAGING [0.00] | DAMAGING [0.99] DELETERIOUS
0 [0.99] [-10.947]
€.883_885delAAG p.Lys295del n.a n.a n.a DELE;%E\;I?(])US -
c.77C>T p.Thr26lle D'SEAS[E'%?US'NG DAMAGING [0.002] | DAMAGING [0.79] | NEUTRAL [-2.489]
W :
C.326G>A p.ArgL09His D'SEAS[E'&?US'NG DAMAGING [0.00] | DAMAGING [1.00] DELEIESEL':‘(]JUS b
DISEASE-CAUSING DELETERIOUS DELETERIOUS
y C.193A>G p.Met65Val 5,09 0,03 BENIGN .560]
C.572G>A p.Arg191Gin D'SEAS[E'&?US'NG TOLERATED [0.52] | DAMAGING [0.96] | NEUTRAL [-1.339]
C.326G>A p.ArgL09His D'SEAS[E'&?US'NG DAMAGING [0.00] | DAMAGING [1.00] DE"EIES;]OUS
Vi : :
C.970G>A p.Glu324Lys D'SEAS[E'(%?US'NG TOLERATED [0.292] | DAMAGING [0.999] DELEZT ';;7']0%
" c.395G>A p.Gly132Asp D'SEAS[E'OCO?US'NG TOLERATED [0.19] | DAMAGING [0.98] NEUTRAL [-1.93]
c.461_462delAA | p.Lys154Argfs*4 n.a n.a n.a n.a
c.281T>C p.Val9dAla D'SEAS[E'OCO?US'NG DAMAGING [0.00] | DAMAGING [0.695] DEL['_E; EZ')?US
Vil : :
c.785T>C p.lle262Thr D'SEAS[E'OCO?US'NG DAMAGING [0.00] | DAMAGING [0.983] DEL['_EEE?US




Supplementary Table 2d: POLR1C S. cerevisiae data

1 | g:ggﬁj E:ﬁiﬂgg::g Phe23 Not seen in the model of POLR1C
2 I gggiﬁ:g E:ﬁiﬂ;igg: Asn65 At interface POLR1B (A135)
3 Il c.436T>C p.Cys146Arg Cys140 Impairs overall folding of the subunit
€.883 885delAAG p.Lys295del Asp287 Impairs overall folding of the subunit
4 Y, c.77C>T p.Thr26lle Serl7 Not present in POLR1C structural model
€.326G>A p.Arg109His Arg100 At the interface with RPB10
5 Vv €.193A>G p.Met65Val Leu56 Hydrophobic core, close to RPAC19
c.572G>A p.Arg191Gin Vall85 Exposed to the solvent
6 VI C.326G>A p.Arg109His Arg100 At the interface with RPB10
c.970G>A p.Glu324Lys Lys316 Stabilizing subunit itself
7 VI €.395G>A p.Glyl32Asp Phel26 Impairs overall folding of the subunit
c.461_462delAA p.Lys154Argfs*4 Lys148del Impairs overall folding of the subunit
8 VI c.281T>C p.Val94Ala Phe 85 Impairs overall folding of the subunit
c.785T>C p.lle262Thr lle256 Impairs overall folding of the subunit




Supplementary Table 3: Primers covering all exons and intron-exon boundaries of POLR1C gene

POLR1C exons 01-02 Forward ccggaacacaaaaaggagaa 60.08 600
POLR1C exons 01-02 Reverse aaacggagcgtctagcacat 59.9
POLR1C exon 03 Forward gcaaagggaggtttttggat 60.3 445
POLR1C exon 03 Reverse ccctacctatcecccgtaacc 59.55
POLR1C exon 04 Forward tggaattttgctgagcatttt 59.71 422
POLR1C exon 04 Reverse gggagacaaggcaagtgttc 59.7
POLR1C exons 05-06 Forward ttgccttgtctcccaagttt 59.71 597
POLR1C exons 05-06 Reverse cagcaaaagcacaaccctct 60.43
POLR1C exons 07-08 Forward agaaagccaagagggttgtg 59.33 662
POLR1C exons 07-08 Reverse gactggggaccaaagagaca 60.09
POLR1C exon 09 Forward aagaaggttgtgaggcttgc 59.48 638
POLR1C exon 09 Reverse cctcagcctcctgagaattg 59.94




Supplementary Table 4a: Demographic data of index cases with POLR1C mutations

Age at last
Consanguinity assessment
(years)

Age of onset
(years)

Patient = Family Agein 2014 Ethnicity

Gender

# # (years) (country of origin)

1 I 9 M Libyan Yes 8 0.5
2 Il 10 M Hungarian No 10 1
3 11 5 M Asian (China) No 4 1
Caucasian
4 v 8 F (Armenia/Russia) No 6 2.5
5 \% 10 F Caucasian No 9 1.5
6 \ii 20 F Caucasian (Turkey) Suspected 18 4
7 VII 34 M Caucasian No 33 2
8 Vil 3 F Caucasian No 2 1




Supplementary Table 4b: Clinical data (neurological) of index cases with POLR1C mutations

Walking Upper Age at
Patient | Family = Symptoms  Developmental without Abnormal | motor Cerebellar 9 :
o Tremor L wheelchair
# # at onset delay support (age @ cognition neuron findings (years)
in months) signs y
Delayed
1 | motor + 22 + + + + 3
development
Ataxia,
2 1 tremor, head + 18 + + + + 9
titubation
Delayed
motor
3 1] development + ind Nevgr | + + + + Always
and failure to Independently
thrive
4 v Tremor, ¥ 15 : ¥ ¥ " i
dysmetria
Delayed
5 \% motor + 24 + + + + Always
development
Clumsy gait, i 9 (long
6 Vi frequent falls 18 i i i i distances)
Delayed + (with
7 VII motor + . Never + - prominent + Puberty
independently
development myoclonus)
Delayed .
8 Vil motor + 52:' ("‘gﬁg : : + + :
development bp




Supplementary Table 4c: Clinical data (non-neurological) of index cases with POLR1C mutations.

Clinical features

Patient = Family Deteriorations MvoDpia Dental Hypogonadotropic suggestive of Treacher

# # with infections yop abnormality hypogonadism gges -
Collins syndrome

1 I - - + Too young -

2 Il + - - Too young -

3 Il - - - Too young -

4 v + - + Too young -

5 V + + - Too young -

6 VI + + - - -

7 VII - + - - -

8 Vil - - + Too young -




Supplementary Table 5: MRI findings of index cases with POLR1C mutations

Age at :
= H Myelinati Thin iy point Relativel Corcbell | & uentans
ypo- yelinatio : ypointense elatively : erebe e dentatus
Patient # Family # Gender goold myelinatio = n of optic Hypointens corpus lateral hypointens UGS ar (preserved
quality L e part of CI callosu : : | atrophy o
MRI n radiation - thalami e pallidum atrophy | myelination
(years)
1 [ M 6 + + - +* + + +* - +
2 Il M 4.5 + + + +* + - - - -
3 1l M 4.5 + + + + + - - - +
4 v F 6 + + - +* + - - +* +
5 V F 8 + + - +* + - - ++* +
6 VI F 18 + + + +++* + - - ++* +
7 VII M 33 + + + +++* + + ++* +4++* -
8 Vi F 2.75 + + + +* + - - +4* -
Legend:

M: Male; F: Female
—: absent; +: present

+*. mild; ++*: moderate; +++*: severe; +#: over time developed some rarefaction of affected white matter



Supplementary Table 6a: Quantification of the high-confidence interactors of the N321 mutant POLR1C against WT POLR1C.

POLR3E 0.569 0.553 0.571 0.564 1.69E-04 1.25E-02 -0.826 1.904
POLR3B 0.525 0.564 0.550 0.546 6.37E-04 2.36E-02 -0.872 1.628
POLR3G 0.154 0.065 0.196 0.138 1.99E-03 4.27E-02 -2.853 1.369
POLR3A 0.271 0.216 0.125 0.204 2.88E-03 4.27E-02 -2.294 1.369
POLR1D 0.496 0.480 0.402 0.459 2.89E-03 4.27E-02 -1.122 1.369
POLR3F 0.237 0.106 0.258 0.200 3.54E-03 4.37E-02 -2.320 1.360
POLR3C 0.357 0.135 0.214 0.235 7.17E-03 7.58E-02 -2.086 1.120
POLR2L 0.604 0.436 0.560 0.534 1.14E-02 1.05E-01 -0.906 0.978
MAF1 0.423 0.145 0.448 0.339 2.08E-02 1.68E-01 -1.561 0.775
POLR3H 0.470 0.156 0.093 0.239 2.27E-02 1.68E-01 -2.062 0.775
CRCP 0.141 0.069 0.576 0.262 4.32E-02 2.90E-01 -1.932 0.537
POLR2F 0.585 0.785 0.493 0.621 4.82E-02 2.97E-01 -0.687 0.527
RPL32 0.169 0.748 0.448 0.455 8.26E-02 4.70E-01 -1.136 0.328
TUBA4A 0.014 0.751 0.008 0.258 9.50E-02 5.02E-01 -1.957 0.299
POLR2K 0.423 0.655 0.874 0.650 1.15E-01 5.57E-01 -0.620 0.254
DDX21 1.409 1.309 2.017 1.578 1.20E-01 5.57E-01 0.659 0.254
GPN1 1.208 2.127 1.614 1.650 1.35E-01 5.73E-01 0.722 0.242
POLR1E 2.114 1.651 1.177 1.647 1.39E-01 5.73E-01 0.720 0.242
RSL1D1 1.076 1.964 2.017 1.686 1.54E-01 5.96E-01 0.753 0.224
RPL10 0.242 0.982 0.336 0.520 1.75E-01 5.96E-01 -0.944 0.224
POLR2H 0.458 0.982 0.336 0.592 1.76E-01 5.96E-01 -0.756 0.224
RPL3 0.625 0.890 0.144 0.553 1.77E-01 5.96E-01 -0.854 0.224
RPL36 0.282 0.748 0.896 0.642 1.93E-01 6.21E-01 -0.639 0.207
RPL27A, RPL27AP6 0.528 1.018 0.288 0.612 2.12E-01 6.55E-01 -0.709 0.184
GPN3 3.382 2.291 0.934 2.202 2.32E-01 6.86E-01 1.139 0.164
RPL13 0.497 1.078 0.526 0.701 2.54E-01 7.14E-01 -0.513 0.146
NONO 1.424 3.927 1.345 2.232 2.83E-01 7.14E-01 1.158 0.146
RPL10A 1.691 1.428 0.896 1.339 2.85E-01 7.14E-01 0.421 0.146
RPL27 1.127 0.327 0.538 0.664 2.96E-01 7.14E-01 -0.590 0.146
POLR3D 0.141 0.620 1.103 0.621 3.06E-01 7.14E-01 -0.687 0.146
LIMCH1 1.550 5.236 1.345 2.710 3.09E-01 7.14E-01 1.439 0.146
HIST1H3A, HIST1HS3B,
HIST1H3I 4.358 2.618 0.523 2.500 3.09E-01 7.14E-01 1.322 0.146
HIST1H1B 1.344 1.964 0.874 1.394 3.38E-01 7.37E-01 0.479 0.133
LOC728026, PTMA,
PTMAP2 2.325 6.545 0.672 3.181 3.39E-01 7.37E-01 1.670 0.133
POLR2E 0.370 1.212 0.518 0.700 3.67E-01 7.77E-01 -0.514 0.110




PLEC 1.205 0.655 0.336 0.732 4.01E-01 8.25E-01 -0.451 0.084
RPL26 7.610 1.496 0.465 3.191 4.29E-01 8.44E-01 1.674 0.074
RPL15 0.995 24.873 0.428 8.765 4.37E-01 8.44E-01 3.132 0.074
SUPT16H 1.190 0.655 0.672 0.839 4.55E-01 8.44E-01 -0.254 0.074
DHX9 1.283 0.655 0.336 0.758 4.76E-01 8.44E-01 -0.400 0.074
RPS9 0.935 1.122 0.303 0.786 4.80E-01 8.44E-01 -0.347 0.074
KPNA2 5.708 1.091 0.395 2.398 4.90E-01 8.44E-01 1.262 0.074
CAD 5.074 0.982 0.560 2.205 4.91E-01 8.44E-01 1.141 0.074
UBRS 0.846 2.618 0.864 1.443 5.30E-01 8.69E-01 0.529 0.061
RPL21P28 0.423 1.309 0.672 0.801 5.30E-01 8.69E-01 -0.319 0.061
RPL23A 1.268 0.842 0.224 0.778 5.40E-01 8.69E-01 -0.362 0.061
RPL4 0.846 1.275 0.312 0.811 5.67E-01 8.92E-01 -0.303 0.049
NOLC1 1.691 1.145 0.702 1.179 5.95E-01 8.97E-01 0.238 0.047
RPL28 0.705 1.440 0.168 0.771 5.98E-01 8.97E-01 -0.375 0.047
RPL8 0.664 1.386 0.448 0.833 6.15E-01 8.97E-01 -0.264 0.047
CD3EAP 1.127 1.428 0.773 1.110 6.21E-01 8.97E-01 0.150 0.047
PRPF8 3.160 0.873 0.403 1.479 6.31E-01 8.97E-01 0.564 0.047
RPLPO 1.153 1.078 0.374 0.868 6.49E-01 9.06E-01 -0.204 0.043
POLR2B 3.382 0.327 0.598 1.436 6.99E-01 9.58E-01 0.522 0.019
POLR1A 1.059 1.483 0.731 1.091 7.17E-01 9.59E-01 0.125 0.018
BAG2 1.015 1.309 0.336 0.887 7.32E-01 9.59E-01 -0.174 0.018
XRCC5 3.305 0.655 0.122 1.361 7.49E-01 9.59E-01 0.444 0.018
RPL21 0.846 1.309 0.672 0.942 7.90E-01 9.59E-01 -0.086 0.018
RUVBL1 0.789 0.727 1.793 1.103 7.93E-01 9.59E-01 0.142 0.018
HNRNPL 1.997 1.309 0.168 1.158 7.95E-01 9.59E-01 0.212 0.018
RPL7A 1.496 1.434 0.364 1.098 8.15E-01 9.59E-01 0.135 0.018
RPL13A 0.423 1.833 0.384 0.880 8.25E-01 9.59E-01 -0.185 0.018
RPS6 2.537 0.800 0.144 1.160 8.43E-01 9.59E-01 0.214 0.018
TCOF1 0.719 0.796 1.671 1.062 8.59E-01 9.59E-01 0.086 0.018
RPL6 0.689 1.595 0.526 0.937 8.67E-01 9.59E-01 -0.094 0.018
RPL34 0.987 1.309 0.588 0.961 8.70E-01 9.59E-01 -0.057 0.018
RPL14 0.940 1.484 0.403 0.942 8.70E-01 9.59E-01 -0.086 0.018
HNRNPF 2.086 0.561 0.061 0.903 8.88E-01 9.59E-01 -0.148 0.018
POLR1B 0.888 1.387 0.644 0.973 9.13E-01 9.59E-01 -0.040 0.018
RPL35A 1.691 0.935 0.244 0.957 9.27E-01 9.59E-01 -0.064 0.018
ZNRD1 0.846 1.174 0.952 0.991 9.31E-01 9.59E-01 -0.014 0.018
RPL18A 1.480 0.916 0.672 1.023 9.33E-01 9.59E-01 0.033 0.018
RPL7 0.669 2.014 0.398 1.027 9.61E-01 9.75E-01 0.039 0.011
RPL18 0.676 1.590 0.756 1.007 9.82E-01 9.82E-01 0.011 0.008
POLR1C 1.000 1.000 1.000 1.000 N/A N/A 0.000 N/A




Supplementary Table 6b: Quantification of the high-confidence interactors of the N74S mutant POLR1C against WT POLR1C.

MAF1 0.031 0.087 0.067 0.062 3.06E-04 1.55E-02 -4.017 1.809
POLR3E 0.114 0.182 0.156 0.151 5.39E-04 1.55E-02 -2.729 1.809
POLR3A 0.129 0.203 0.212 0.181 1.04E-03 1.55E-02 -2.464 1.809
POLRS3F 0.083 0.139 0.188 0.137 1.24E-03 1.55E-02 -2.869 1.809
POLR3H 0.094 0.205 0.112 0.137 1.59E-03 1.55E-02 -2.869 1.809
POLR2B 0.085 0.196 0.090 0.124 1.69E-03 1.55E-02 -3.017 1.809

CRCP 0.081 0.165 0.202 0.149 1.78E-03 1.55E-02 -2.744 1.809

RPL3 0.265 0.376 0.318 0.319 2.20E-03 1.66E-02 -1.646 1.779
RPL35A 0.085 0.224 0.074 0.127 3.04E-03 1.66E-02 -2.972 1.779
POLR3D 0.036 0.206 0.097 0.113 3.11E-03 1.66E-02 -3.143 1.779

RPL10 0.341 0.293 0.202 0.279 3.15E-03 1.66E-02 -1.843 1.779

GPN1 0.043 0.196 0.027 0.088 3.47E-03 1.66E-02 -3.500 1.779
POLR3G 0.095 0.235 0.067 0.133 3.54E-03 1.66E-02 -2.916 1.779

RPL27 0.341 0.293 0.162 0.265 5.26E-03 2.29E-02 -1.914 1.640
POLR3C 0.083 0.276 0.251 0.203 5.75E-03 2.34E-02 -2.297 1.631
TCOF1 0.295 0.223 0.441 0.320 8.84E-03 3.37E-02 -1.646 1.472

RPL4 0.192 0.432 0.260 0.295 1.02E-02 3.65E-02 -1.763 1.438

RPL14 0.227 0.470 0.378 0.358 1.19E-02 4.04E-02 -1.482 1.394
RUVBL1 0.043 0.377 0.090 0.170 1.55E-02 4.96E-02 -2.558 1.304
POLR3B 0.480 0.193 0.185 0.286 1.80E-02 5.14E-02 -1.805 1.289
POLR2F 0.085 0.313 0.432 0.277 1.92E-02 5.14E-02 -1.854 1.289

RPL13 0.215 0.506 0.211 0.311 1.95E-02 5.14E-02 -1.686 1.289
POLR2E 0.210 0.522 0.287 0.339 1.96E-02 5.14E-02 -1.559 1.289

URI1 0.038 0.046 0.405 0.163 2.02E-02 5.14E-02 -2.619 1.289
POLR2H 0.234 0.587 0.303 0.375 2.85E-02 6.66E-02 -1.416 1.176
POLR2L 0.151 0.522 0.135 0.269 2.86E-02 6.66E-02 -1.893 1.176

RPS6 0.182 0.478 0.520 0.393 2.95E-02 6.66E-02 -1.346 1.176
CCT7P2 0.114 0.196 0.540 0.283 3.15E-02 6.87E-02 -1.822 1.163

RPS9 0.076 0.335 0.526 0.312 3.42E-02 7.19E-02 -1.679 1.143

RPL21, RPL21P28 0.341 0.078 0.540 0.319 3.64E-02 7.41E-02 -1.646 1.130

RPLPO 0.210 0.598 0.495 0.434 3.97E-02 7.81E-02 -1.204 1.107

RPL8 0.128 0.598 0.378 0.368 4.33E-02 8.17E-02 -1.442 1.088

RPL7A 0.080 0.522 0.472 0.358 4.42E-02 8.17E-02 -1.482 1.088

RPL6 0.198 0.587 0.598 0.461 5.48E-02 9.33E-02 -1.117 1.030
RPL13A 0.068 0.626 0.116 0.270 5.50E-02 9.33E-02 -1.889 1.030
POLR1A 0.409 0.750 0.636 0.598 5.71E-02 9.33E-02 -0.741 1.030
CD3EAP 0.315 0.740 0.459 0.505 5.80E-02 9.33E-02 -0.987 1.030




RPL34 0.389 0.685 0.708 0.594 5.84E-02 9.33E-02 0.751 1.030
RPLL0A 0.681 0.142 0.270 0.364 5.96E-02 9.33E-02 1.456 1.030
RPL7 0.236 0.722 0.270 0.409 6.38E-02 9.57E-02 1.289 1.019
POLR1B 0.379 0.783 0.453 0.538 6.51E-02 9.57E-02 10.893 1.019
TUBA4A 0.008 0.641 0.010 0.220 6.50E-02 9.57E-02 2.186 1.019
RPL28 0.146 0.470 0.708 0.441 7.55E-02 1.07E-01 1.180 0.970
POLR2K 0.272 0.783 0.324 0.460 7.95E-02 1.10E-01 1122 0.958
RPL27A, RPL27APG 0.114 0.609 0.694 0.472 1.00E-01 1.36E-01 -1.083 0.868
WDR92 0.068 0.060 0.809 0.313 1.10E-01 1.45E-01 1.678 0.839
RPL1S 0.155 0.671 0.708 0.511 1.12E-01 1.45E-01 10.968 0.839
RPL18A 0.298 0.704 0.809 0.604 1.26E-01 1.60E-01 0.728 0.795
POLRLE 0.657 0.749 0.961 0.789 1.44E-01 1.79E-01 0.342 0.747
RPL26 0.043 0.671 0.747 0.487 1.48E-01 1.81E-01 1,039 0.743
RPL23A 0.043 0.671 0.809 0.508 1.72E-01 2.06E-01 0.978 0.686
POLRLD 1.068 0.522 0.417 0.669 2.43E-01 2.85E-01 10.580 0.546
KPNA2 0.136 1.174 0.190 0.500 2.77E-01 3.18E-01 10.999 0.497
HOCT28025, PTMA, 0.170 2.348 3.844 2121 4.04E-01 4.56E-01 1.085 0.341
ROCK2 0.559 19.565 1.193 7.105 431E-01 4.78E-01 2.829 0.321
DDX21 0.681 0.978 5.665 2.441 4.66E-01 5.08E-01 1.288 0.294
UBRS5 0.052 4.891 1.387 2.110 5.22E-01 5.50E-01 1.077 0.253
ZNRD1 0.272 0.945 1.281 0.833 6.30E-01 6.62E-01 0.264 0.179
XRCC5 0.097 2.739 0.883 1.240 7.88E-01 8.15E-01 0.310 0.089
CAD 2.214 0.822 0.405 1.147 8.14E-01 8.27E-01 0.197 0.082
NOLCL 0.393 2.054 0.106 0.851 8.29E-01 8.20E-01 0.233 0.081
POLRLC 1.000 1.000 1.000 1.000 N/A N/A 0.000 /A




Supplementary Table 6¢: Quantification of the high-confidence interactors of the R279Q mutant POLR1C against WT POLR1C.

TUBA4A 0.015 0.020 0.012 0.016 6.23E-06 4.80E-04 -6.003 3.319
RPL13A 0.249 0.255 0.219 0.241 2.16E-04 8.32E-03 -2.055 2.080
ROCK2 0.174 0.255 0.109 0.179 2.61E-03 4.71E-02 -2.479 1.327
RPL28 0.290 0.347 0.219 0.285 2.70E-03 4.71E-02 -1.809 1.327
RPL21, RPL21P28 0.435 0.318 0.350 0.368 3.06E-03 4.71E-02 -1.443 1.327
GPN1 0.145 0.294 0.291 0.243 4.19E-03 5.38E-02 -2.038 1.269
ZNRD1 0.410 0.530 0.389 0.443 6.22E-03 6.84E-02 -1.175 1.165
POLR2K 0.498 0.159 0.350 0.335 2.11E-02 2.03E-01 -1.576 0.693
RPL35A 0.145 0.509 0.175 0.276 2.50E-02 2.14E-01 -1.855 0.669
POLRI1E 0.484 0.449 0.125 0.353 2.98E-02 2.25E-01 -1.504 0.648
RPL27 0.581 0.636 0.350 0.522 3.21E-02 2.25E-01 -0.937 0.648
RPL13 0.092 0.662 0.168 0.307 6.05E-02 3.24E-01 -1.703 0.490
LOC101060521, POLR3E 0.783 0.833 0.604 0.740 6.45E-02 3.24E-01 -0.435 0.490
POLR2E 0.689 0.862 0.855 0.802 7.32E-02 3.24E-01 -0.318 0.490
RPL34 0.484 0.742 0.219 0.482 7.56E-02 3.24E-01 -1.054 0.490
TCOF1 0.332 0.799 0.466 0.533 7.80E-02 3.24E-01 -0.909 0.490
RPL4 0.272 0.773 0.228 0.424 8.10E-02 3.24E-01 -1.237 0.490
RPL18A 0.290 0.795 0.437 0.508 8.16E-02 3.24E-01 -0.978 0.490
POLR3H 0.523 0.801 0.787 0.704 8.21E-02 3.24E-01 -0.507 0.490
POLR2F 0.355 0.603 0.820 0.592 9.36E-02 3.24E-01 -0.755 0.490
POLRS3F 0.587 0.906 0.630 0.708 1.00E-01 3.24E-01 -0.499 0.490
RPL27A, RPL27AP6 0.348 0.848 0.350 0.516 1.01E-01 3.24E-01 -0.956 0.490
RPL8 0.187 0.818 0.364 0.456 1.02E-01 3.24E-01 -1.132 0.490
RPS9 0.067 0.788 0.046 0.300 1.03E-01 3.24E-01 -1.736 0.490
POLR3B 0.797 0.760 0.418 0.658 1.05E-01 3.24E-01 -0.604 0.490
S100A11 0.871 0.587 0.291 0.583 1.30E-01 3.86E-01 -0.778 0.414
RPL26, RPL26P32 0.134 0.848 0.510 0.497 1.35E-01 3.86E-01 -1.007 0.414
RPL7 0.406 0.926 0.278 0.537 1.44E-01 3.94E-01 -0.898 0.405
LOC101929876, RPS26,
RPS26P15, RPS26P25, 0.373 0.909 0.087 0.457 1.53E-01 3.94E-01 -1.131 0.405
RPS26P58
POLR3C 0.669 0.961 0.554 0.728 1.53E-01 3.94E-01 -0.458 0.405
POLR3D 0.360 0.973 0.350 0.561 1.67E-01 4.15E-01 -0.834 0.382
POLR1A 0.907 0.870 0.527 0.768 1.96E-01 4.70E-01 -0.380 0.327
CD3EAP 0.330 0.571 1.004 0.635 2.06E-01 4.80E-01 -0.654 0.319
POLR1D 0.746 0.018 0.874 0.546 2.31E-01 5.23E-01 -0.873 0.281
POLR2L 0.809 1.000 0.546 0.785 2.44E-01 5.31E-01 -0.349 0.275




POLR3K 0.532 0.891 0.954 0.792 2.54E-01 5.31E-01 -0.336 0.275

POLR2H 0.594 1.026 0.787 0.802 2.55E-01 5.31E-01 -0.318 0.275

RPL3 0.653 1.030 0.119 0.601 2.70E-01 5.36E-01 -0.735 0.271

POLR1B 0.812 1.022 0.551 0.795 2.71E-01 5.36E-01 -0.331 0.271

RPL7A 0.279 1.152 0.336 0.589 2.82E-01 5.43E-01 -0.764 0.265

UBRS 1.393 15.273 3.716 6.794 3.10E-01 5.81E-01 2.764 0.236

TWISTNB 0.493 0.424 1.166 0.694 3.25E-01 5.83E-01 -0.526 0.234

RPL18 0.272 1.188 0.486 0.649 3.32E-01 5.83E-01 -0.625 0.234

PPP1CA, PPP1CC 0.653 17.818 3.497 7.323 3.56E-01 5.83E-01 2.872 0.234

POLR3A 0.883 1.043 0.476 0.801 3.59E-01 5.83E-01 -0.321 0.234

CRCP 0.644 0.933 1.020 0.866 3.59E-01 5.83E-01 -0.208 0.234

H3F3A, H3F3AP4, H3F3B 3.484 3.273 0.079 2.279 3.65E-01 5.83E-01 1.188 0.234

DDX21 2.613 3.564 0.233 2.136 3.70E-01 5.83E-01 1.095 0.234

PRKDC 2.177 11.964 0.874 5.005 3.71E-01 5.83E-01 2.323 0.234

RPS7 0.784 1.131 0.154 0.690 3.91E-01 6.03E-01 -0.536 0.220

RPS6 0.290 1.379 0.097 0.589 4.11E-01 6.14E-01 -0.764 0.212

H2AFJ, HIST1H2AG,

HIST1H2AH, HIST1H2AI,

HISTIH2AJ, HISTIH2AK. 0.871 54.727 0.229 18.609 4.32E-01 6.14E-01 4.218 0.212
HIST1H2AL, HIST1H2AM

DHX9 0.871 46.455 0.051 15.792 4.36E-01 6.14E-01 3.981 0.212

ACIN1 0.435 36.909 0.049 12.464 4.47E-01 6.14E-01 3.640 0.212

PES1 1.161 7.000 0.583 2.915 4.49E-01 6.14E-01 1.543 0.212

RPL14 0.079 0.909 1.124 0.704 4.51E-01 6.14E-01 -0.506 0.212

RPLPO 0.109 1.352 0.538 0.666 4.57E-01 6.14E-01 -0.586 0.212

EPPK1 1.306 6.788 0.309 2.801 4.66E-01 6.14E-01 1.486 0.212

RPL15 0.327 1.273 0.669 0.756 4.71E-01 6.14E-01 -0.404 0.212

POLR2B 1.306 4.667 0.397 2.123 4.78E-01 6.14E-01 1.086 0.212

RPL7P32 6.096 0.926 0.306 2.443 5.14E-01 6.49E-01 1.288 0.188

NONO 0.290 9.164 0.060 3.171 5.44E-01 6.76E-01 1.665 0.170

RSL1D1 0.435 6.788 0.062 2.429 5.80E-01 7.09E-01 1.280 0.149
HIST1H2BC, HIST1H2BD,
HIST1H2BE, HIST1H2BF,

HIST1H2BG, HIST1H2BI, 0.633 5.091 0.175 1.966 6.00E-01 7.12E-01 0.976 0.148
HIST1H2BK, HIST1H2BL

CCT7P2 1.451 0.636 1.399 1.162 6.01E-01 7.12E-01 0.217 0.148

RPL7L1 1.089 2.864 0.250 1.401 6.55E-01 7.64E-01 0.486 0.117

PRPF8 0.218 4.492 0.258 1.656 6.89E-01 7.92E-01 0.728 0.101

NOLC1 0.145 1.943 0.250 0.779 7.41E-01 8.39E-01 -0.360 0.076

XRCC5 1.219 2.000 0.300 1.173 7.58E-01 8.46E-01 0.230 0.073




o R R Two-tailed one- : Log2 (-1)LOG10(BH-

Protein Symbol %Lr']agg{;galt' %L:]agg,ri'gaz“ %%agg;lgaatl A\F/gt?ge sample t-test p- BH-,_AvdaJ“uuseted (Average Adjusted p-
value P Ratio) value)
KPNA2 0.871 2.545 0.269 1.228 7.69E-01 8.46E-01 0.297 0.073
RPS2, RPS2P5 0.290 1.980 0.199 0.823 7.89E-01 8.55E-01 -0.281 0.068
HIST1H1C 0.504 1.724 0.463 0.897 8.27E-01 8.68E-01 -0.157 0.061
POLR3G 0.653 0.821 1.366 0.947 8.28E-01 8.68E-01 -0.079 0.061
LRRIQ3 1.120 0.955 0.874 0.983 8.34E-01 8.68E-01 -0.025 0.061
MAF1 0.536 0.636 1.624 0.932 8.627E-01 8.857E-01 -0.102 0.053
SNRPB, SNRPN 1.306 1.591 0.291 1.063 8.880E-01 8.996E-01 0.088 0.046
HIST1H1E 0.504 1.886 0.463 0.951 9.259E-01 9.259E-01 -0.073 0.033

POLR1C 1.000 1.000 1.000 1.000 N/A N/A 0.000 N/A




Supplementary Table 7: POLR1C ChIP-Sequencing data.

All peaks called by MACS and corresponding to known Pol Il transcribed-genes are listed. Alu sequences and other repeats were not included. POLR1C variant (WT, N32I
or N74S) is indicated in the first column. The gene full name was obtained in tRNAscan-SE or GENCODE Genes V19. Several peaks encompassed more than one
neighboring tRNA genes, which are indicated as second, third and fourth genes. Legend: Chr: chromosome, Abs: absolute, FE: fold enrichment.

wT chrl | 16861506 | 16862054 | 549 | 16861855 a4 38.29 12.39 304 | OMLIRNALSA
wT chrl | 16872154 | 16872857 | 704 | 16872491 | 235 294.95 38.89 289.59 Chi]é}?(!:\léé33
wWT chrl 16873931 | 16874466 | 536 16874204 108 94.23 15.66 89.68 chrl tRNA132
-PseudoCAC
wWT chri | 17004434 | 17005008 | 665 17004785 196 217.87 28.31 212.86 Chfgsc’\‘c‘\cml
wWT chrl 17053550 | 17054133 | 575 17053851 118 103.32 16.01 98.73 Chéll;g(’\:‘éz'
wWT chrl 17186431 | 17187034 | 604 17186736 103 112.14 23.61 107.52 Chrl.IRNA3-
PseudoCAC
wWT chrl 17188165 | 17188884 | 720 17188453 184 146.67 14.32 141.93 Chgll;g(’\:‘é“'
wWT chrl 17109048 | 17199355 | 308 17199146 22 11.82 5.33 7.65 Chaﬁ#‘éf"
wT chrl | 93981765 | 93982022 | 258 | 93981894 29 15.78 5.89 11.57 Chfgg(’;‘é}\”
wWT chri | 94312761 | 94313534 | 774 94313172 204 350.29 37.77 353.57 Ch’Alrggﬁg'
wT chrl | 145395199 | 145395931 | 733 | 145395570 | 348 548.81 77.41 542.00 Chr_lL';Eg‘ﬁTllg
ChrLtRNAL18 | ChrLtRNALLY
wWT chrl | 145306546 | 145398201 | 1746 | 145397887 | 327 414.10 42.00 408.11 e, Tec
WT chrl | 145308728 | 145399613 | 886 | 145399248 | 375 460.66 39.53 454.41 Chr_le'tﬁg‘ﬁc”ﬁ
WT chrl | 147825517 | 147825019 | 403 | 147825709 35 28.79 10.54 24.50 chrLtRNA23-
PseudoCTG
WT chrl | 148000623 | 148001290 | 668 | 148000886 50 36.72 10.01 32.38 Ch’/i;fg‘#s'
wWT chrl | 148247869 | 148248374 | 506 | 148248141 87 68.61 12.65 64.15 Ch’/;fg‘%%‘
wT chrl | 148597947 | 148598653 | 707 | 148598325 | 194 203.90 24.97 10894 | CNLIRNALOS
wT chrl | 148759987 | 148760653 | 667 | 148760365 | 133 127.00 19.26 12233 | CMLIRNALOT
WT chrl | 149204210 | 149295011 | 802 | 149294690 | 288 258.20 18.68 253.01 Chr&;fg":\@gg'
WT chrl | 149208249 | 149298892 | 644 | 149298589 | 220 242,53 28.30 237.41 Chr&;fg":\@ga'
WT chrl | 149679784 | 149680583 | 800 | 149680272 | 404 537.44 49.32 530.70 chrL tRNA91-
PseudoCCC
WT chrl | 149683699 | 149684467 | 769 | 149684176 | 313 390.66 4021 384.78 Ch’&;ﬁ:’iﬁfo'
wWT chri | 153643388 | 153644155 | 768 | 153643752 | 350 380.99 29.09 375.15 Ch’,\ﬁgtRC’\X'\T”'




WT

chrl

161369140

161369863

724

161369543

281

354.12

40.53

348.43

chr1.tRNA85-

ValCAC
wWT chrl | 161391675 | 161392217 | 543 | 161391895 | 115 96.82 14.85 92.26 Chré'ILRT’\;ACB“'
wWT chrl | 161397565 | 161398215 | 651 | 161397866 | 145 164.07 27.78 159.27 Chr/iéfG’\'TAT%'
wWT chrl | 161410372 | 161410794 | 423 | 161410620 85 50.86 8.30 46.46 ChrAls'tpRGNTAcgl'
WT chrl | 161412810 | 161413513 | 704 | 161413140 | 242 264.20 28.06 258.98 ChrGll';Fé’\(‘:AgS'
WT chrl | 161416649 | 161417422 | 774 | 161417065 | 423 540.93 44.58 534.17 Chré'lLRC’\_‘r’égo'
wWT chrl | 161417706 | 161418216 | 511 161418039 182 134.41 12.52 129.72 Chi\ls'tpRGNT’g 8-
wWT chrl | 161420216 | 161420852 | 637 | 161420524 | 207 244.10 15.79 238.97 Ch'él';%’\g*cw'
wWT chrl | 161423924 | 161424828 | 905 | 161424445 | 506 515.99 25.70 509.42 Ch'éiLFéNr’é77'
wWT chrl | 161425140 | 161425592 | 453 | 161425410 | 179 158.49 17.37 153.71 Chfs'tpRGNT‘g 5
WT chri | 161427604 | 161428352 | 749 | 161427923 | 252 248.80 22.56 243.66 Ch’él';z’\g\gg'
WT chrl | 161431501 | 161432239 | 739 | 161431860 | 427 441.42 26.22 435.30 Ch’éiLRC’\_‘r‘g“'
wWT chri | 161432494 | 161433001 | 508 | 161432817 | 175 153.37 16.98 148.60 Chi\ls'tpRGNT’g 2
wWT chrl | 161434981 | 161435650 | 670 | 161435327 | 303 240.19 14.77 235.08 Ch'Gll';Fé’\éAC‘”'
wWT chrl | 161438873 | 161439620 | 748 | 161439237 | 536 521.87 23.22 515.24 Chré'lLRc’\.‘rAc”'
wWT chrl | 161439875 | 161440359 | 485 | 161440186 | 160 147.82 18.59 143.07 ChrAls'tpRGNTAC‘SQ'
WT chrl | 161493332 | 161494005 | 674 | 161493682 | 255 327.85 41.92 322.32 Ch’él';RG’\(‘%G&
ChrLtRNA67- | ChrLiRNA45-
WT chrl | 161499829 | 161501303 | 1475 | 161500966 | 229 202.53 17.81 197.57 LIRS aiyTee
wWT chri | 161509738 | 161510400 | 663 | 161510085 | 200 223.97 28.89 218.94 Chfé‘fe’\‘TAT‘”'
wWT chrl | 161582203 | 161582839 | 637 161582549 183 227.49 36.13 222.44 Chré'ILRT’E‘r’é“g'
WT chrl | 161591194 | 161591754 | 561 | 161591493 59 4161 9.82 37.25 Chrj;fe’\‘TATf’o'
ChrltRNAS2- | ChrL.iRNAGS-
WT chrl | 167683609 | 167685146 | 1538 | 167684742 | 222 258.12 32.05 252.93 RS IR
WT chrl | 204475320 | 204476543 | 1224 | 204475694 | 355 461.74 45.59 455.49 chrl.tRNAS4- | chrl.tRNAG2-
LysTTT LysTTT
WT chrl | 222637997 | 222638671 | 675 | 222638375 | 163 144.67 17.24 139.93 Ch’%ﬁﬁ’\(‘;\fﬁ'
WT chil | 228745764 | 228746400 | 637 | 228746096 | 197 168.04 16.35 163.22 RNABSL
WT chrl | 228747855 | 228748662 | 808 | 228748303 | 173 128.85 12.64 124.18 RNA5S2
WT chrl | 228750242 | 228750851 | 610 | 228750550 | 222 200.38 18.48 195.43 RNA5S3
WT chrl | 228752326 | 228753118 | 793 | 228752767 | 165 147.98 17.62 143.24 RNA5S4
WT chrl | 228754745 | 228755360 | 616 | 228755029 | 212 194.46 18.99 189.54 RNA5S5
WT chrl | 228756945 | 228757595 | 651 | 228757225 | 187 155.94 15.58 15117 RNA5S6




WT chrl | 228759118 | 228759783 | 666 | 228759483 | 186 167.54 18.04 162.73 RNA5S?
WT chrl | 228761401 | 228762056 | 656 | 228761695 | 221 206.42 19.80 201.45 RNA5SS
WT chrl | 228763631 | 228764268 | 638 | 228763980 | 136 121.33 16.96 116.68 RNA5S9
WT chrl | 228765852 | 228766524 | 673 | 228766177 | 202 174.67 16.82 169.83 RNA5S10
WT chrl | 228768125 | 228768751 | 627 | 228768429 | 207 212.76 24.02 207.77 RNA5S11
WT chrl | 228770316 | 228771009 | 694 | 228770680 | 218 234.47 26.73 229.38 RNA5S12
WT chrl | 228772606 | 228773226 | 621 | 228772924 | 192 14111 12.48 136.39 RNA5S13
WT chrl | 228774795 | 228775450 | 656 | 228775129 | 216 216.20 22.81 211.19 RNA5S14
WT chrl | 228777096 | 228777646 | 551 | 228777390 | 132 109.56 14.79 104.96 RNA5S15
WT chrl | 228779335 | 228779934 | 600 | 228779617 | 134 120.95 17.30 116.30 RNA5S16
WT chrl | 228781547 | 228782199 | 653 | 228781830 | 211 173.70 15.40 168.86 RNA5S17

chrl.tRNA58- chrl.tRNA59-
WT chri | 249167740 | 249168859 | 1120 | 249168111 | 240 344.23 54.71 338.60 LR LR

chr2.tRNA2- chr2.tRNA3-
WT chr2 | 27273385 | 27274513 | 1129 | 27273698 366 462.32 42.37 456.06 i JoRiva
wWT chr2 43037348 | 43038110 | 763 43037748 303 374.09 38.93 368.28 Ch'ﬁéf/L\‘TAE"

WT chi2 | 47562279 | 47562752 | 474 47562483 54 36.33 9.01 32.00 BCYRNL
wWT chr2 70475825 | 70476491 | 667 70476151 277 365.67 4552 350.91 Chgi%’\(‘:AC”'
wWT chr2 | 131004411 | 131095111 | 701 | 131094743 | 202 312.03 62.83 306.59 Ch'é'ILRT%ZO'

chr2.tRNA13- chr2.tRNA19-
wWT chr2 | 157256969 | 157258063 | 1095 | 157257696 | 255 352.01 50.26 346.34 o s
wWT chra 45730136 | 45730871 | 736 45730518 224 342.60 63.32 336.98 Ch’:’r';i’\(‘:‘(\;”'
wWT chra | 131947844 | 131948079 | 236 | 131948002 22 11.59 5.22 7.42 chgggg//-y-
wWT chr3 | 169489726 | 169490439 | 714 | 169490034 | 208 249.90 34.22 244.75 Ch{f’;;‘/’;‘éz'

WT chi5 | 140000548 | 140091250 | 703 | 140090879 | 316 289.62 71.97 283.20 VTRNALL
WT chr5 | 140008240 | 140098912 | 673 | 140008552 | 304 360.51 35.22 354.78 VTRNAL-2
WT chr5 | 140105489 | 140106233 | 745 | 140105797 | 284 399.14 53.80 393.22 VTRNAL3
wWT chr5 | 180596531 | 180596838 | 308 | 180596729 24 17.41 7.74 13.18 Ch{lsaf;‘/’;‘és'
wWT chr5 | 180600551 | 180600908 | 358 | 180600685 31 17.08 6.09 12.86 Ch{/Séltg/’;‘éﬁ'

Chi5RNA7- | Chr5.tRNAL5- | Chr5.(RNAL4-
WT chr5 | 180614406 | 180616277 | 1872 | 180615925 | 251 277.79 29.10 272.51 e A o,
WT chrs | 180618332 | 180619042 | 711 | 180618732 | 262 360.25 50.04 354.53 Chr?ﬁffr’\éﬁm'

chr5.tRNAS8- chr5.tRNA9-
WT chr5 | 180633553 | 180635140 | 1588 | 180633906 | 304 360.51 35.22 354.78 v fpeia
wWT chrs | 180644946 | 180645645 | 700 | 180645317 | 214 259.61 35.20 254.42 Ch’s;&’\/iélz'

Chi5 tRNATL- | Chr5.t(RNALO-
wWT chr5 | 180648585 | 180649730 | 1146 | 180649420 | 179 252.55 48,52 247.39 e AR
wT chré 26286451 | 26287112 | 662 26286790 283 376.12 46.50 370.30 ChK/?étt'é%Z'
wT chré | 26305498 | 26305912 | 415 | 26305653 26 15.09 6.13 10.89 ohrdtRNaT
wWT chr6 26311222 26312286 | 1065 26311993 81 67.05 13.51 62.60 chr6.t(RNAL74 | chr6.tRNA173

-GInTTG

-GInTTG




wT chié | 26312610 | 26313768 | 1159 | 26313384 | 144 151.42 23.74 1666 | CMORNALTZ | ChORNALTL
wWT chre | 26322770 | 26323549 | 780 26323098 183 205.09 28.49 200.13 Chﬁ;?gé“'
wWT chr6 | 26327519 | 26328778 | 1260 | 26327877 204 208.47 23.67 203.49 Ch;%:igf' Ch/:?gigée'
wT chr6 | 26330261 | 26330914 | 654 | 26330556 | 183 170.90 19.34 16607 | CMMOIRNALSS
wT chr6 | 26331470 | 26331986 | 517 26331712 08 88.06 16.21 83.52 Ch[‘i‘:sg‘éj%
wT chre | 26521201 | 26522004 | 714 26521515 208 31171 58.81 306.27 CergSExg%
wT chié | 26532815 | 26533514 | 700 | 26533179 | 245 310.92 40.28 30549 | CMMOIRNALST
wWT chr6 | 26537457 | 26538622 | 1166 | 26537765 166 206.82 35.51 201.85 Chﬁgﬁg‘ég' Ch{gf&’;‘ég'
wWT chr6 | 26553443 | 26554765 | 1323 | 26554382 201 204.19 23.32 199.23 Chfl';Fé’\éAclo' Chr?lgi/’\iﬁll'
wWT chr6 | 26555281 | 26555847 | 567 26555512 72 69.09 16.92 64.62 Chrgr'(‘)i’\g(\;lz'
wT chr6 | 26556537 | 26557217 | 681 26556766 110 112.26 21.12 107.64 Ch’f;SRC’\‘T‘_\rB'
wT chr6 | 26568699 | 26569446 | 748 26569124 210 230.37 30.32 234.27 Ch’%%’\.‘&“'
wT chié | 26571817 | 26572513 | 697 | 26572134 | 184 199.79 26,59 10485 | ONMGIRNALO0
wWT chr6 | 26577061 | 26577653 | 593 26577376 90 102.46 24.79 97.88 Ch'$;%wr’216'
wT chr6 | 26735355 | 26735885 | 531 | 26735594 92 87.10 17.59 82.57 Rk v
wT chi6 | 26745019 | 26745518 | 500 | 26745274 61 57.69 15.72 53.27 chr6 IRNAL63
wT chi6 | 26758416 | 26758838 | 423 | 26758579 58 5057 13.55 46.18 chrd (RN AL62
wT chr6 | 26766133 | 26766778 | 646 26766429 70 49.45 10.20 45.06 Ch’,agfec’\r}”'
wT chr6 | 26987910 | 26988404 | 495 26988145 79 59.40 11.50 54.97 Chr?lgﬁTAzg'
wT chr6 | 27050270 | 27059931 | 662 27059523 120 126.63 23.02 121.96 Chfr';%"g?o'
wT chr6 | 27125699 | 27126195 | 497 27125021 53 43.42 11.98 39.06 Chrgi';%’\%%'
wWT chr6 | 27120860 | 27130360 | 501 27130101 83 69.22 13.75 64.76 chrg IRNAS4-
wWT chre | 27144662 | 27145501 | 840 27145025 231 23753 24.39 23044 | CNMOIRNALSE
WT chr6 | 27181399 | 27181951 | 553 27181667 125 124.34 20.63 119.68 Chfi:gA’\‘éé%
wWT chré 27182690 | 27183225 | 536 27182978 105 79.62 12.24 75.12 Chfr';i’\éAG%'
wT chié | 27197912 | 27198672 | 761 | 27198362 89 83.39 17.12 78.88 ChrOIRNALSS
wWT chre | 27203122 | 27203372 | 251 27203297 18 10.40 5.35 6.24 chr6.tRNAS7-

ValAAC




WT

chré

27205164

27205487

324

27205360

36

29.15

10.41

24.86

chr6.tRNA154

-leAAT
wT chié | 27247799 | 27248376 | 578 | 27248088 | 129 129.95 21.29 12526 | CMOIRNAIS2
wWT chre | 27261368 | 27261911 | 544 27261709 73 74.92 19.14 70.43 chr6.tRNA41L-
PseudoACT
wWT chr6 | 27262973 | 27263510 | 538 27263250 63 45.96 10.48 41.59 Chrgi:é’f‘r’g‘z'
wT chr6 | 27265506 | 27266057 | 552 27265845 88 75.38 1457 70.90 Chrd IRNA4S-
wT chie | 27271484 | 27271745 | 262 27271599 17 7.62 4.09 352 Ch[‘i‘;?g‘éTlSl
wT chié | 27300671 | 27300976 | 306 | 27300775 34 19.79 6.66 15.55 onrE- (AN ATS0
wWT chr6 | 27302533 | 27303058 | 526 27302833 63 64.14 18.01 59.69 Ch'i;i’;‘#“
wWT chr6 | 27446340 | 27447845 | 1506 | 27447510 168 166.77 21.64 161.96 Ch'g’;;’\gr“' Chfs'tpRGNTAC‘“S'
wWT chr6 | 27463366 | 27463919 | 554 27463651 114 101.89 16.53 97.31 Ch’ge‘;’&%'
WT chr6 | 27470569 | 27471866 | 1298 | 27471577 105 124.07 27.99 119.41 chig IRRAAT- Ch’A‘SS'tpRGNTAc“s'
wT chré | 27473367 | 27473875 | 509 27473660 63 61.07 16.56 56.64 Chr_‘ss'g}\'é\/i“g
wWT chré 27487026 | 27487682 | 657 27487337 200 237.06 3291 231.97 Ch'gi;%’%“g'
wWT ch6 | 27515230 | 27515880 | 651 27515543 219 284.82 41.86 27951 | OMMOIRNALA
wT chi6 | 27521050 | 27521456 | 407 | 27521270 38 23.58 7.42 19.31 RS
wWT chr6 | 27543678 | 27544246 | 569 27543878 38 33.66 12.07 29.34 Ch’EJET’\_‘r/'}S}
wT chré | 27551003 | 27551546 | 544 | 27551302 | 108 88.28 13.96 83.75 Chfig;‘gﬁé““
wT chr6 | 27550381 | 27559865 | 485 27559625 79 73.25 16.33 68.78 Ch'i;§$‘¢T143
wT chié | 27560168 | 27561040 | 873 | 27560655 | 173 194.79 28.49 18987 | CMMOURNALAZ
wT chié | 27573313 | 27573702 | 390 | 27573527 32 20.81 7.49 16.56 ChroARNAL40
wT chr6 | 27585846 | 27586421 | 576 27586127 50 40.50 1158 36.15 Chfﬁi’\gf“'
wWT chr6 | 27618390 | 27619073 | 684 27618768 139 154.90 26.64 15013 | CMMOIRNALII
wWT chre | 27636139 | 27636752 | 614 27636422 86 72.90 14.25 68.43 chr6 RNAST-
WT chr6 | 27640043 | 27640640 | 598 27640214 28 18.66 7.39 14.42 chrS IRNALST
wT chié | 27652001 | 27652738 | 648 | 27652481 | 137 164.88 31.33 16007 | CNMOIRNALSS
wWT chré 27655681 | 27656323 | 643 27656053 127 129.65 21.79 124.96 Ch“iéi’;‘\fg'
wWT chre | 27694318 | 27694716 | 399 27694541 33 16.54 557 12.32 chr6.tRNAGO-

ThrAGT




WT

chré

27720837

27721525

689

27721192

256

349.53

48.90

343.87

chr6.tRNA132

-ValAAC
wT ohi6 | 27745499 | 27745020 | 422 | 27745650 32 24.89 9.44 20.61 chrb (RTAS1-
wT chi6 | 27758802 | 27759430 | 629 | 27759156 | 154 190.70 34.38 185,79 | CMMOIRNAISL
wT chré | 27763335 | 27764030 | 696 | 27763668 | 233 240.41 24.60 23530 | CMMOIRNAIS0
wT chr6 | 27869979 | 27871084 | 1106 | 27870745 251 304.56 36.22 299.15 chrd (RNAL29 Chfgltse’\‘éclzg
wT chr6 | 28180560 | 28181239 | 680 | 28180828 | 230 | 322.84 51.23 a1735 | MOIRNAGE
wT chié | 28442081 | 28442688 | 608 | 28442343 | 189 219.64 3111 21462 | MMOIRNALZ
wT chr6 | 28456424 | 28457114 | 691 | 28456820 | 104 132.40 32.50 12771 | OMMOIRNALZS
wT chr6 | 28510540 | 28511267 | 728 | 28510930 | 195 187.10 20.61 221 | MO
wT chr6 | 28556875 | 28557604 | 730 | 28557207 99 77.59 12.80 73.00 chrd IRNAGA-
wT chi6 | 28564706 | 28565526 | 821 | 28565170 | 151 161.68 24.89 15688 | CMMOIRNALZS
wT chi6 | 28574688 | 28575282 | 595 | 28574987 | 106 116.62 24.29 11199 | COIRNAGS:
wT chi6 | 28610975 | 28611539 | 565 | 28611237 | 128 120.27 18.54 11563 | CMOIRNAGE-
wT chr6 | 28615688 | 28616372 | 685 | 28615981 | 201 204.19 23.32 19923 | CMMOIRNALZL
wT chi6 | 28625737 | 28626363 | 627 | 28626044 | 281 324.07 32.56 aigs7 | MG IRNALZ0
wT chr6 | 28641306 | 28641950 | 645 | 28641623 | 191 253.40 4258 24823 | CMMOIRNALLS
wT chi6 | 28678184 | 28678653 | 470 | 28678392 a 30.24 9.54 25.94 chrd IRNAGT-
wT chr6 | 28687332 | 28687775 | 444 | 28687516 30 19.91 7.53 15.67 chrd IRNAGE-
wT chi6 | 28693717 | 28694060 | 344 | 28693861 21 12.01 5.61 7.84 ohro.IRRA09-
wT chi6 | 28696811 | 28697433 | 623 | 28697106 | 167 214.48 38.14 20048 | CMRRNATO-
wT chr6 | 28703038 | 28703509 | 472 | 28703192 37 14.35 4.39 10.15 RRHvee
wT o6 | 28710502 | 28711013 | 512 | 28710727 62 55.23 14.30 sos2 | MRENASH
wT ch6 | 28715306 | 28715948 | 643 | 28715568 | 111 117.79 22.86 usie | SMRENAT
wT ohr6 | 28725014 | 28726435 | 522 | 28726164 86 62.76 11.14 sg3z | CMORNALLS
wT chié | 28757282 | 28757864 | 583 | 28757559 | 137 164.88 31.33 16007 | CMMOIRNALLO
wT chié | 28758268 | 28758781 | 514 | 28758519 53 44.08 12.26 39.71 oD RN~ 09
wT chr6 | 28763485 | 28764092 | 608 | 28763768 | 149 199.92 40.87 19498 | CNEBIRNALOB

-AlaAGC




WT

chré

28770231

28770881

651

28770597

73

78.49

20.82

73.99

chr6.tRNA107

-AlaTGC
wT chré | 28775348 | 28775960 | 613 | 28775666 | 105 128.00 20.83 12333 | CMMEIRNAL00
wT chré | 28779581 | 28780094 | 514 | 28779828 a1 35.13 11.82 30.80 REN
wT chr6 | 28784800 | 28785349 | 550 | 28785051 97 66.49 10.30 6204 | CMOIRNAL04
WT chié | 28805934 | 28806653 | 720 28806266 233 309.01 44,52 303.58 Chr_‘ilt;‘:‘é\cloz
WT chié | 28831209 | 28831828 | 620 28831473 206 179.74 17.16 174.88 Chr_‘ilt::‘é\clm
wWT chré 28848875 | 28849477 | 603 28849152 170 217.39 37.93 212.38 Chfr';%’\gg&
wT chr6 | 28863583 | 28864386 | 804 | 28864058 | 301 | 43035 57.11 42029 | CMOIRAAL00
chr6.tRNA74- chr6.tRNA99-
wWT chré | 28908551 | 28909758 | 1208 | 28908864 233 303.82 42.68 298.42 A AN
Chr6.tRNA9S- | chr6.(RNA75-
wWT chié | 28911168 | 28912748 | 1581 | 28912393 196 245.93 37.48 240.79 e e
wWT chr6 | 28918514 | 28019184 | 671 28918865 225 250.11 28.94 244.96 Ch’E;SRT’\_‘r‘_\rm'
wWT chré 28020751 | 28921383 | 633 28921103 194 245.83 38.28 240.69 Chragiec’\x}w'
chr6.tRNA96- chr6.tRNA77-
wWT chré | 28949183 | 28950377 | 1195 | 28950011 263 383.86 58.55 378.01 Yoy e
WT chi6 | 52860123 | 52860955 | 833 52860469 252 34242 28.14 336.80 RN7SK
wWT chr6 | 126101073 | 126101812 | 740 | 126101441 | 364 458.96 4214 452.72 Ch’gif‘c’\_‘r/'éw'
wWT chré | 144537379 | 144538050 | 672 144537723 | 241 323.00 46.04 317.50 ChrféLRTNA’Z%'
wWT chr7 | 128423228 | 128423874 | 647 128423545 | 123 131.02 23.59 126.33 Chgrgfgéz'
WT chr7 | 139025150 | 130025780 | 622 | 139025472 | 198 281.13 50.72 275.84 Chfr;ggf'
WT chr7 | 148638252 | 148638926 | 675 | 148638600 | 269 325.34 36.33 319.83 RNY5
WT chr7 | 148660115 | 148660774 | 660 | 148660413 | 245 269.51 28.60 264.27 RNY4
WT chr7 | 148680571 | 148681203 | 633 | 148680903 | 198 233.87 32.58 228.79 RNY3
WT chr7 | 148683899 | 148684667 | 769 | 148684280 | 271 398.93 60.33 393.01 RNY1
wWT chr7 | 149007125 | 149007497 | 373 | 149007341 38 20.85 6.39 16.60 chg/ggg/;s-
wWT chr7 | 149028116 | 149028446 | 331 | 149028214 22 11.59 522 7.42 Ché;gg’éﬁﬁ'
WT chr7 | 149052395 | 149053114 | 720 | 149052794 49 39.33 11.35 34.98 Chgyts'—"GNCAAZS'
WT chr7 | 149343835 | 149344328 | 494 | 149344042 52 45.33 13.12 40.96 Chats'—‘(’BNCAA”'
WT chr7 | 1493870907 | 1409388584 | 678 | 149388355 69 64.29 15.89 59.85 Chgyfe’\‘c/'\:e'
wWT chr7 | 149404552 | 149405025 | 474 | 149404785 84 70.45 13.92 65.98 Chg;RGNCAAls'
chr8.tRNA4- chr8.tRNA5- chr8.tRNAG6-
wWT chrg 67024989 | 67026743 | 1755 | 67025642 268 350.10 44.05 344.44 TraTA TraTA VRN




WT

chr8

96281604

96282258

655

96281920

239

259.70

27.71

254.50

chr8.tRNA11-

SerAGA
wWT chrg | 124169122 | 124169855 | 734 | 124169498 | 216 308.49 52.69 303.07 Chraéfé“LATlo'
wWT chrg 14433838 | 14434129 | 292 14433976 21 14.31 6.81 10.11 Chﬁggﬁér
WT chro | 35657431 | 35658262 | 832 35657867 132 144.35 25.30 139.62 RMRP
wWT chro | 112960696 | 112961030 | 335 | 112960824 21 10.75 4.99 6.59 Chz;?géz'
wWT chro | 131102056 | 131102655 | 600 | 131102400 87 74.14 14.41 69.66 Chffg?g?“'
WT chro | 137029347 | 137029929 | 583 | 137029637 | 149 149.06 21.56 144.31 RNUGATAC
wWT chrio 5895432 5895939 508 5895741 52 42.88 12.03 38.52 Chr\llgitTFj\'\(‘:AG'
wWT chrlo | 22518090 | 22518794 | 705 22518499 251 340.64 47.95 335.04 Ch'/ightg;\‘TA“'
WT chrio | 23286013 | 23286378 | 366 23286188 23 15.75 7.10 1154 RNA5SP304
wWT chrlo | 69523954 | 69524671 | 718 69524314 257 351.31 49.09 345.65 ChrslngRGN/fZ'
ChriLtRNAL7 | ChrILRNAL6 | ChriL.RNA3- | chriLtRNA4-
wWT chril | 59317726 | 59319540 | 1815 | 59318119 149 170.24 28.54 165.42 A iy e LR
Chr11.tRNAS-
wWT chrll | 59323674 | 59324244 | 571 59323928 112 132.95 28.80 128.26 b
wT chrll | 59324671 | 59325260 | 590 | 59325006 | 100 107.70 22.93 10310 | CMLLRIALS
wWT chril | 59327486 | 59328196 | 711 59327845 265 344.94 43.56 330.31 Ch'_ll_ly';?.';‘fl“
wT chril | 59333467 | 59334366 | 900 | 59333860 | 175 167.97 20.32 16316 | CMLLIRIALS
wWT chril | 66115311 | 66116033 | 723 66115629 306 416.66 50.27 410.67 ChrsléfGRé\‘TAS'
Chr11.tRNA9- | ChriL.RNA12
WT chril | 75946168 | 75947205 | 1128 | 75946586 416 529.07 43.84 522.38 s v
WT chri2 | 56583852 | 56584475 | 624 56584154 133 171.05 35.94 166.22 Chrslezr'tcRGNAAz'
WT chri2 | 96429469 | 96430140 | 672 96429852 265 423.91 74.86 417.88 Ch’AfthR;\‘CA“'
Chri2.tRNAS- | chri2.tRNAG-
wWT chri2 | 08896948 | 98898372 | 1425 | 98897339 322 424.06 46.42 418.03 frpks oo
WT chrl2 | 125405021 | 125406713 | 793 | 125406322 | 214 245,59 30.90 240.46 Ch’_}flﬁgéw
Chri2(RNA12 | Chri2.RNAILL
WT chri2 | 125411506 | 125412796 | 1291 | 125412428 | 281 411.38 59.95 405.40 oA MR
Chr12.(RNATO | chri2.tRNAS-
WT chri2 | 125423753 | 125425036 | 1284 | 125424382 | 249 301.30 35.93 295.92 renaTe i
WT chri3 | 31247671 | 31248413 | 743 31248154 144 176.22 32.92 171.37 Ch'/ifﬁtGR}\‘T”'
WT chri3 | 41634639 | 41635168 | 530 41634896 76 87.28 23.83 82.76 Ch'éijRT'\(':AS'
WT chri3 | 45401709 | 45492419 | 711 45492063 200 271.72 45.63 266.47 Ch'éijRT'\(':A&
wWT chri3 | 95201494 | 95202203 | 800 95201940 253 344.19 48.33 338.57 Chgﬁ:gk':l'
WT chrid | 20811184 | 20811751 | 568 20811545 25 36.81 11.38 3248 RPPHL




Chrl4tRNA23 | chri4 RNAL-
WT chria | 21077153 | 21078748 | 1596 | 21078359 250 319.36 41.10 313.89 R LR

Chrl4{RNA22 | chrl4.tRNA2L
wWT chri4 | 21081229 | 21082301 | 1073 | 21081989 225 250.11 28.94 244.96 A L RNA
wWT chri4 | 21003219 | 21094020 | 811 21093602 218 251.84 31.47 246.68 Chf:jTRANGAZ'
wT chria | 21099023 | 21099585 | 563 | 21099333 | 122 11231 17.68 10769 | ChLMRNAZ0
WT chria | 21100845 | 21101619 | 775 21101265 126 135.43 24.16 130.73 Chr;r‘:)'tTRGNGM'

WT chria | 21149524 | 21150284 | 761 21149903 241 322.22 45.76 316.72 Chr%ﬁfTF;NTA“'

Chrl41RNAS- | chrl4.tRNAG-
WT chrid | 21151140 | 21152519 | 1380 | 21151487 180 240.19 42,54 235.08 T i
wWT chri4 | 23398560 | 23399332 | 773 23398927 349 358.48 25.42 352.76 Ch'/ir“dfc'\‘em'

WT chiid | 32671165 | 32671497 | 333 32671346 27 20.66 8.67 16.41 RNU6-7
WT chrid | 32672026 | 32672790 | 765 32672483 125 16117 35.46 156.38 RNU6-8
WT chri4 | 50053035 | 50053807 | 773 50053310 119 125.18 22.83 12051 RN7SLL
WT chrid | 50329065 | 50329832 | 768 50329524 93 97.48 21.34 92.92 RN7SL2
wWT chrid | 58706340 | 58706998 | 659 58706651 253 307.81 36.50 302.39 Ch’_}_‘;stz.'ﬁﬁm
wWT chrid | 73420417 | 73430167 | 751 73429739 127 148.95 29.06 144.20 Chg;;ggﬁs'
wT chria | 102783049 | 102783798 | 750 | 102783469 | 284 |  342.99 36.49 sgray | OMLLRAALO
wT chrls5 | 26327228 | 26327564 | 337 | 26327393 22 15.32 7.12 11.12 oo RNat
wT chrl5 | 40885717 | 40886426 | 710 | 40886079 | 268 317.23 34.44 s1176 | CMMISRAALO
wWT chrl5 | 45490304 | 45491178 | 785 45490848 222 289.97 42.43 284.64 ChﬁiéRT'éAg‘

Chr15.1RNAS- | chri5.(RNAL-
wWT chrl5 | 45492315 | 45493768 | 1454 | 45492634 190 254.11 43.36 248.94 TR oRY
WT chris | 66161113 | 66161802 | 690 66161430 258 276.97 27.23 271.70 Chgfﬁg'\‘em'

WT chriis | 68131970 | 68132720 | 751 68132314 4 122.95 2047 118.30 RNUG-1

wWT chri5 | 79152625 | 79153271 | 647 79152960 250 303.82 70.63 387.92 Chrﬁss'tCRTNTAZ‘
WT chris | 80036751 | 80037249 | 499 80037027 81 80.51 18.62 76.00 Chrcljs'tgg‘:&
wWT chris | 89877932 | 89878873 | 942 89878335 451 687.66 74.01 679.29 Chﬁ%}%’é’*“'
WT chri6 686363 687088 726 686757 256 349.53 48.90 343.87 Ch[éﬁiggé“
WT chri6 3200380 3201113 | 734 3200701 143 140.70 20.69 135.98 ChrAlgéRCNgl'
WT chri6 3202585 3203321 | 737 3202931 147 190.71 37.72 185.80 Ch',i%?g‘fz'
wT chri6 | 3207004 3207765 | 762 3207463 110 103.84 18.18 99.25 Ch’_{%g.’}'ﬁ”
wWT chri6 3208739 3200207 | 469 3208964 74 70.95 17.03 66.48 chri6.tRNAS-

ProTGG




WT

chrlé

3225580

3225907

328

3225746

22

15.32

7.12

11.12

chr16.tRNA7-

LysCTT
wT chri6 | 3232441 3232986 | 546 3232713 7 62.00 12.77 5757 chrio RNVA29
wT chri6 | 3233962 | 3234422 | 461 3234220 34 28.76 10.83 24.46 o Raz8
wT chri6 | 3239398 3239956 | 559 3239680 90 109.38 28.16 10477 | CNEOIRNAS-
wT chri6 | 3241531 | 3242113 | 583 3241946 25 18.48 8.05 1424 | CMIGIRNALL
wT chrl6 | 3245096 | 3246401 | 406 3246206 20 13.31 6.50 9.12 Chri6.IRNALS
-PseudoCTT
wT chrl6 | 14379491 | 14380264 | 774 | 14379799 | 211 283.73 45.07 27843 | CMMICRAALS
wT chrl6 | 22206611 | 22207423 | 813 | 22207095 | 258 |  409.82 72.88 a03gs | CMIOIRAAZY
wT chri6 | 22308132 | 22308857 | 726 | 22308494 | 249 360.96 56.76 ss523 | OMMIORIAL
wT chri6 | 57333562 | 57334805 | 1244 | 57334442 | 269 351.82 4421 34615 | CMIGRNAL7 | chriB.RNA26
-LeuCAG -LeuCAG
wT chrl6 | 70811933 | 70812366 | 434 | 70812138 30 23.46 9.28 19.19 Chfleel;ggé%
wT chrl6 | 70812651 | 70813306 | 656 | 70812988 | 185 147.87 14.40 143.12 Chfleel;ggéz“
wT chri6 | 70823184 | 70823638 | 455 | 70823384 27 20.66 8.67 16.41 o ace
wT chri6 | 73512028 | 73512536 | 509 | 73512294 37 32.42 11.76 28.11 Chr_lL‘;';FT{.';‘TAB
wT chri6 | 87417358 | 87417957 | 600 | 87417699 | 157 217.04 44.46 21203 | SMMOARIAZ2
wT chri7 | 8022088 | 8024638 | 2551 | 8022482 236 366.08 66.69 360.32 Ch’ﬁ;;TRT'\‘TAZ' ChriTRNAS- | chrlTRNAG2 ChriZétTRCNTA“'
wT chri7 | 8028803 8029427 | 625 8029085 146 12955 16.97 124.87 Ch’éryéRCNCAS'
wT chri7 8041931 8043093 | 1163 8042244 114 101.89 16.53 97.31 Chf;'rtggﬁ‘u Chr_lTL':Egﬁ‘m
wT chri7 | 8089428 8091345 | 1918 | 8090241 192 250.69 41.03 24554 Chr%gic'\‘ﬁﬁ' CRLTARNAT- | chrLTRNAS- | chrl TARNAS-
wT chri7 | 8123957 8126524 | 2568 | 8125567 180 269.45 56.02 264.21 chr_};;ggﬁag Chr_lgl;_'?gélo Chfzgg’#éga i RNAST
wT chri7 | 8129353 | 8130542 | 1190 | 8129578 84 81.71 18.07 77.20 CRrLTIRNASE | ChrLTIRNASS | chrr RAASA
wT chl7 | 19411184 | 19411866 | 683 | 19411509 | 269 | 318.83 34.57 s13ss | MTRRAL
wT chrl7 | 20876803 | 29877592 | 790 | 29877170 | 169 | 238.75 47.84 23365 | CMMLTIRAALL
wT chrl7 | 36907763 | 36908391 | 629 | 36908059 | 203 274.43 45.25 26017 | CMATRNASL
wT chrl7 | 37023674 | 37024231 | 558 | 37023924 | 205 209.90 23.79 204.91 Chfé;'stg'éﬁm
wT chrl7 | 37025020 | 37026035 | 1016 | 37025624 | 160 175.07 26.36 170.22 Chfé;'stg'éﬁzs
wT chl7 | 37309639 | 37311143 | 1505 | 37310744 | 262 | 381.98 58.33 37614 | CNMLTIRNAZS

-CysGCA




WT

chrl7

47269097

47270310

1214

47269931

272

357.00

44.70

351.30

chrl7.tRNA16

GInTTG
wWT chrl7 | 66015671 | 66016337 | 667 66016023 326 396.06 37.76 390.15 Chfi15522223
Chri7.(RNA18 | Chri7.RNA21 | chri7.(RNAL9
wWT chri7 | 73020695 | 73031701 | 2007 | 73031251 270 374.64 51.56 368.83 iy v are6
wWT chrl7 | 80452120 | 80452081 | 862 80452628 294 350.29 37.77 353.57 Chfﬂ;@ﬁ’?zo
WT chrio 893205 893878 674 893474 167 185.63 2751 180.75 RNU6-9
Chr10.(RNAL4 | Chri9.(RNAL-
wWT chr19 1383020 1383926 | 907 1383550 180 248.49 46.13 243.34 s fppa
Chri9.(RNA2- | chrl9.tRNA13
wWT chrlo | 4723799 4725070 | 1272 4724119 236 255.21 27.36 250.04 ahree fyroiye
Chr19.(RNAZ-
wWT chrl9 | 33667610 | 33668515 | 906 33667996 170 250.46 52.93 24531 1R
wT chrl9 | 39902728 | 39903127 | 400 | 39902912 57 59.11 17.95 54.69 ChrLS RNALD
wWT chrl9 | 45981626 | 45982273 | 648 45981942 96 119.14 30.02 114.50 Chgjé?gﬁs'
WT chrio | 48410853 | 4841iia7 | 285 28411006 33 13.62 255 9.43 SNAR-A12
WT chrlo | 48421535 | 48421057 | 423 48421700 43 36.53 11.86 32.19 SNARAL
WT chrlo | 48426922 | 48427238 | 317 28427061 39 2112 6.33 16.87 SNAR-A3
WT chrio | 48437279 | 48437635 | 357 48437479 24 34.61 10.67 30.29 SNAR-A2
WT chrlo | 48442628 | 48442089 | 362 48442866 66 19.35 3.72 15.11 SNAR-C4
WT chrio | 48448082 | 48448362 | 281 18448244 28 11.60 2.40 7.43 SNAR-AL3
WT chrl9 | 48453242 | 48453760 | 519 48453474 40 7.39 251 3.30 SNAR-C3
WT chrlo | 48458780 | 48459126 | 338 48458947 50 20.63 2.92 16.38 SNAR-C2
WT chrio | 49540152 | 49540482 | 331 29540280 23 15.08 6.75 10.88 SNAR-GL
WT chrl9 | 50595649 | 50596009 | 361 50595834 44 29.44 8.51 25.15 SNAR-A4
WT chrio | 50600908 | 50601404 | 497 50601126 49 2521 14.07 20.84 SNAR-AB
WT chrio | 50604013 | 50604481 | 469 50604197 46 35.85 10.67 3152 SNAR-A6
WT chrl9 | 50607075 | 50607530 | 456 50607294 40 33.91 1154 29.59 SNARA7
WT chrio | 50610128 | 50610605 | 478 50610373 24 37.62 12.07 33.08 SNAR-A8
WT chrl9 | 50615480 | 50615026 | 447 50615720 54 45.90 12.75 4153 SNAR-AQ
WT chri9 | 50620894 | 50621274 | 381 50621080 39 29.57 9.76 25.28 SNAR-ALO
WT chrio | 50626145 | 50626630 | 486 50626422 49 22.43 12.74 38.07 SNAR-ALL
WT chrl9 | 50631492 | 50631045 | 454 50631753 50 43.67 13.00 39.31 SNAR-AL4
WT chrio | 50636946 | 50637253 | 308 50637108 34 15.39 5.03 11.19 SNAR-B2
wWT chr21 | 18826662 | 18827405 | 744 18827113 167 185.63 2751 180.75 Chré&/'tGRCNCAZ'
wWT chrx | 18692734 | 18693443 | 710 18693053 204 315.96 63.45 310.50 Ch(ﬁﬁiii§4'
N32I chrl 16861718 | 16861954 | 237 16861805 16 8.03 461 371 Chﬁtﬁ§$¥§§34
N32I chrl 16872179 | 16872730 | 552 16872489 89 85.70 18.15 80.28 Chfgﬂ;§§g33
N32I chrl 16874013 | 16874272 | 260 16874203 27 14.30 5.70 9.87 chrl tRNA132
-PseudoCAC
N32I chrl 17004500 | 17005027 | 438 17004786 57 51.98 14.54 47.00 Chfgg}§§§3l
N32I chrl 17053645 | 17054076 | 432 17053850 50 33.54 8.92 28.83 chrl tRNA2-

Glycee




N32I

chrl

17186535

17186951

417

17186749

31

22.48

8.74

17.93

chrl.tRNA3-

PseudoCAC
N32I chri | 17188232 | 17188721 | 490 17188480 70 67.51 16.98 62.29 Ch&;&’\:‘é“'
N32I chrl | 94312047 | 94313400 | 454 94313176 71 70.40 18.01 65.14 ChrAlr';?gTAg'
N32! chrl | 145395306 | 145395828 | 523 | 145395564 | 117 135.16 27.77 129.24 Chr_}_';':g‘#lg
N32I chrl | 145306659 | 145397216 | 558 | 145396942 66 60.25 15.29 55.14 chrLIRNALLS
N32I chrl | 145397674 | 145398101 | 518 | 145397913 | 126 131.76 22.96 125.87 Chr_étlffT’\‘cAé”
N32I chrl | 145398952 | 145399506 | 555 | 145399262 | 117 97.96 14.78 92.43 ohrIRNALLO
N32I chrl | 148000703 | 148001279 | 577 | 148000882 23 13.59 6.04 9.16 Ch'/i;fg‘TATZE"
N32I chrl | 148247995 | 148248282 | 288 | 148248130 26 13.45 5.41 9.03 Ch'/i;fg‘TATZG'
N32! chrl | 148598080 | 148598547 | 468 | 148598325 | 49 25.20 6.28 20.61 chrl- IRNAL08
N32I chrl | 148760097 | 148760592 | 496 | 148760361 | 41 27.56 8.59 22.93 chr IRNALO7
N32I chrl | 149204476 | 149204801 | 416 | 149204682 62 36.81 7.93 32.05 chrl IRIA9S-
N32I chrl | 149208350 | 149298830 | 472 | 149298604 65 39.95 8.36 35.14 Ch%;fé’\/i’é%'
N32I chrl | 149680005 | 149680536 | 532 | 149680267 | 109 88.25 13.87 82.80 chrLtRNA91-

PseudoCCC
N32I chrl | 149683900 | 149684368 | 460 | 149684173 83 54.09 9.36 49.09 Chr&;@i’égo'
N32I chrl | 153643492 | 153644020 | 520 | 153643784 08 11053 25.08 104.87 Ch’,\ﬁgec’\r\fz'
N32I chrl | 161369304 | 161369784 | 481 | 161369560 83 78.76 17.42 73.40 Ch%;li‘:’iﬁ:%'
N32I chrl | 161391730 | 161392059 | 330 | 161391907 35 20.48 6.84 15.95 chrl IRNAB4-
N32I chrl | 161397604 | 161398099 | 496 | 161397899 47 44.30 14.56 39.43 Chfé‘fe"‘TAT%'
N32I chrl | 161410517 | 161410761 | 245 | 161410625 33 17.06 5.81 12.59 Chrl_\ls'tpRGNT’?l'
N32I chrl | 161412884 | 161413419 | 536 | 161413138 | 102 65.29 9.43 60.11 ChrGll';Fg\éAC%'
N32I chrl | 161416756 | 161417352 | 597 | 161417035 | 175 156.24 17.68 150.06 chrl IRNABO-
N32I chrl | 161417804 | 161418187 | 384 | 161418028 75 46.74 8.73 41.84 ChrAls"pRGNT‘g 8
N32I chrl | 161420256 | 161420798 | 543 | 161420516 | 120 96.20 13.73 90.68 Ch’éi%’\ggl
N32I chrl | 161424137 | 161424760 | 624 | 161424438 | 219 175.26 14.68 168.87 Chré'ltjr"c’\_‘rAc77'
N32I chrl | 161425172 | 161425545 | 374 | 161425382 65 36.55 7.35 31.80 Chrl_\ls'tp%NTg 5
N32I chrl | 161427676 | 161428218 | 543 | 161427948 | 104 50.88 8.15 54.78 chrL tRNASS-

GlyGCC




N32I

chrl

161431518

161432157

640

161431853

154

106.63

11.13

101.01

chrl.tRNA74-

GIUCTC
N32I chrl | 161432664 | 161432048 | 285 | 161432823 70 40.15 7.64 35.34 Chfgizﬁﬁzz'
N32I chrl | 161435044 | 161435547 | 504 | 161435311 | 121 80.68 10.21 75.30 Chzaiﬁgngl'
N32I chrl | 161438874 | 161439541 | 668 | 161439236 | 209 184.09 17.51 177.60 °h2§ﬁig*éjl'
N32I chrl | 161439954 | 161440301 | 348 | 161440141 64 35.63 7.27 30.89 ChX;gzﬂQfg'
N32I chrl | 161493468 | 161493968 | 501 | 161493662 92 91.01 19.20 85.54 Chrél';Fé’\éACGB'
ChrLRNA67- | ChrL.tRNA4S-
N32I chri | 161499906 | 161501216 | 1311 | 161500140 93 111.43 27.80 105.75 e e
N32I chrl | 161509826 | 161510324 | 499 | 161510076 67 63.48 16.29 58.33 Ch;i;5£#ﬁ§7'
N32I chrl | 161582262 | 161582780 | 519 | 161582521 59 54.57 15.08 49.56 °h2§ﬁ?$¥éf9'
N32I chrl | 167683735 | 167684277 | 543 | 167684002 50 48.74 15.66 43.80 Ch;héiigifz'
N32I chri | 167684527 | 167684963 | 437 | 167684763 63 50.85 16.17 54.75 ChﬁiézxgéfS'
Chri.tRNAB4- | ChrLiRNAGZ-
N32I chri | 204475436 | 204476532 | 1097 | 204476200 | 120 125.73 22.85 119.91 pbaa piaa
N32I chrl | 222638146 | 222638610 | 465 222638382 65 52.57 1254 47.58 Ch(%gﬁggﬁ56'
Na2I chil | 228745832 | 228746238 | 407 | 228746075 68 31.08 5.81 26.40 RNA5SL
N32I chri | 228748079 | 228748501 | 423 | 228748275 82 45.07 7.41 20.19 RNA5S2
N32I chrl | 228750300 | 228750780 | 472 | 228750518 73 25.26 2.40 20.67 RNA5S3
N32I chrl | 228752602 | 228752902 | 301 | 228752735 63 25.16 2.98 20.57 RNA5S4
N32I chri | 228754835 | 228755280 | 455 | 228755062 69 40.05 777 35.24 RNA5S5
N32I chrl | 228756933 | 228757378 | 446 | 228757213 68 26.93 4.98 2231 RNA5S6
N32I chri | 228759266 | 228759643 | 378 | 228759455 69 29.67 5.42 25.01 RNA5S7
N32I chri | 228761515 | 228761865 | 351 | 228761662 76 30.90 518 26.23 RNA5S8
N32I chrl | 228763768 | 228764071 | 304 | 228763885 60 26.97 5.62 22.35 RNA5SO
N32I chri | 228766006 | 228766424 | 419 | 228766205 65 26.64 5.14 22.03 RNA5S10
N32I chrl | 228768225 | 228768653 | 429 | 228768408 65 36.55 7.35 31.80 RNA5S11
N32I chrl | 228770463 | 228770904 | 442 | 228770633 63 27.15 5.39 2253 RNA5S12
N32I chrl | 228772688 | 228773114 | 427 | 228772903 66 38.98 791 34.19 RNA5S13
N32I chrl | 228774954 | 228775303 | 350 | 228775136 62 27.98 5.68 23.34 RNA5S14
N32I chri | 228777150 | 228777536 | 387 | 228777333 46 18.93 4.87 14.43 RNA5S15
Na2I chrl | 228779486 | 228779789 | 304 | 228779633 26 16.65 2.30 12.19 RNA5S16
N32I chrl | 228781622 | 228782060 | 439 | 228781852 73 33.12 5.82 28.41 RNA5S17
Chr1.tRNABS- | ChrL.iRNAGO-
N32I chrl | 249167837 | 249168759 | 923 | 249168149 62 65.51 19.39 60.33 LIRS LRiA
chr2.tRNA2- chr2.tRNA3-
N32I chr2 | 27273417 | 27274328 | 912 27273674 135 174.30 36.49 167.91 raTA Jvpe
N32I chr2 43037485 | 43038007 | 523 43037732 104 131.08 31.90 125.20 Chﬁzﬁﬂyﬁ5
Na2I ch2 | 47562371 | 47562624 | 254 47562423 2 5.87 2.93 160 BCYRNL
N32I chr2 70475952 | 70476418 | 467 70476180 78 71.10 15.83 65.83 chr2 tRNA27-

Glycce




N32I

chr2

131094536

131094994

459

131094752

50

48.74

15.66

43.80

chr2.tRNA20-

GIUTTC
chr2.tRNA13- chr2.tRNA19-
N32I chre | 157257160 | 157257930 | 771 | 157257680 68 66.94 17.41 61.73 s e
N32I chr3 45730297 | 45730791 | 495 45730511 70 69.34 17.80 64.00 Chr:r';i’\éAGll'
N32I chr3 | 169489778 | 169490247 | 470 | 169490025 81 67.51 13.67 62.29 Ch{fﬁ/’;‘éz'
Na2I chi5 | 140090657 | 140091205 | 549 | 140090903 74 65.95 15.11 60.76 VTRNALL
N32I chr5 | 140008280 | 140098878 | 599 | 140098547 9% 113.11 27.69 107.42 VTRNAL2
N32I chr5 | 140105545 | 140106142 | 598 | 140105834 | 106 116.42 24.29 110.69 VTRNAL3
Chi5tRNA7- | Chr5.tRNA15- | chr5.(RNA14-
N32I chr5 | 180614435 | 180616113 | 1679 | 180615901 78 53.19 9.98 48.19 1o RNA oA S
N32I chr5 | 180618401 | 180619009 | 609 | 180618719 87 93.57 22.14 88.08 Ch’?ﬁ’\(‘;‘_\rm'
N32I chr5 | 180633601 | 180634146 | 546 | 180633882 89 70.71 12.96 65.45 Chflﬁé‘ég'
N32I chr5 | 180634509 | 180635079 | 571 | 180634808 68 71.75 19.88 66.48 Ch'L‘r;;FéﬁTAg'
N32I chr5 | 180644985 | 180645534 | 550 | 180645322 74 74.90 18.88 69.58 Chr\‘r;;i’\/‘\’élz'
Chi5 (RNALL- | chr5.tRNALO-
N32I chr5 | 180648761 | 180649676 | 916 | 180649018 70 74.65 20.50 69.34 e AR
N32I chré 26286550 | 26286994 | 445 26286770 88 84.35 17.86 78.94 ch’:/?éttz%\z
Chi6.tRNAL74 | Chr6.t(RNAL73
N32I chre | 26311323 | 26312283 | 961 26312041 56 50.26 14.17 4531 PAikoN PAikoN
Chi6 tRNAL72 | Chr6.t(RNAL71
N32I chre | 26312620 | 26313625 | 997 26313403 64 61.10 16.31 55.98 b v
N32I chré 26322855 | 26323453 | 599 26323104 62 57.09 15.34 52.04 Chﬁggé“'
chr6.tRNA5- chr6.tRNAG6-
N32I chré | 26327593 | 26328626 | 1034 | 26328433 75 61.64 13.17 56.51 R A
N32! chré | 26330304 | 26330843 | 540 | 26330532 65 4874 11.14 43.80 ohrE (AN AL09
N32! chr6 | 26331512 | 26331915 | 404 | 26331710 54 4170 11.20 36.86 Chr_i':gg‘é/ieg
N32I chré 26521347 | 26521736 | 390 26521532 62 61.37 17.33 56.25 Chigjgxé%
N32I chi6 | 26532925 | 26533406 | 482 | 26533182 93 75.47 13.48 7015 ChrE. IRNALGY
chr6.tRNAS8- chr6.tRNA9-
N32I chr6 | 26537520 | 26538584 | 1065 | 26537754 64 59.52 15.60 54.42 roance A
Chi6 tRNALO- | Chr6.tRNALL-
N32I chré | 26553557 | 26554638 | 1082 | 26554370 79 73.45 16.53 68.15 O g
N32I chrié | 26555285 | 26555725 | 441 26555537 52 39.43 10.76 34.63 Chfrﬁ’\éélz'
N32I chrié | 26556594 | 26557226 | 633 26556804 68 62.85 15.62 57.70 Ch’f;fc’\‘T‘.\rm'
N32I chié | 26568886 | 26569353 | 468 26569118 75 72.16 17.42 66.87 Ch’?;r%’\.‘r‘/\j“'
N32I chré 26571798 | 26572387 | 590 26572129 80 81.30 19.40 75.92 chr6.tRNA166

-AlaAGC




N32I

chré

26577263

26577646

384

26577374

36

22.18

17.63

chr6.tRNA16-

TYGTA
N32! chi6 | 26735436 | 26735757 | 322 | 26735635 36 21.79 7.3 17.25 chro RNAL64
N32! chi6 | 26745140 | 26745473 | 334 | 26745253 28 16.82 6.58 12.35 onre. IR0
N32! chi6 | 26758464 | 26758713 | 250 | 26758517 20 10.22 5.13 5.86 chrd (RN AL62
N32I chre | 26766263 | 26766684 | 422 26766440 42 24.84 7.28 20.26 chro IRNA2T-
N32I chre | 26987932 | 26988362 | 431 26988104 35 22.88 7.84 18.32 Chrﬁléﬂ?zg'
N32I chr6 | 27050203 | 27059872 | 580 27059542 52 44.28 12.84 39.41 Chfr';%"éﬁo'
N32I chre | 27125821 | 27126199 | 379 27125997 37 26.91 9.21 22.30 Chrgi';%’%%'
N32I chr6 | 27120881 | 27130317 | 437 27130102 36 24.82 8.58 20.24 Chfﬁ;’\éﬁ%
N32! o6 | 27144794 | 27145275 | 482 | 27144993 83 58.53 10.53 53.45 chr6 IRNALSS
N32I chr6 | 27181457 | 27181918 | 462 27181676 52 51.46 16.32 46.49 Chfi'r‘gA’\‘CAé%
N32I chre | 27182778 | 27183219 | 442 27182994 49 41.90 12.55 37.07 Ch’/fr';i’\(‘:‘(\;%'
N32I chié | 27198102 | 27198582 | 481 | 27198334 49 36.08 10.04 3133 CNrOIRNALSS
N32I chre | 27203170 | 27203436 | 267 27203345 20 10.73 5.39 6.35 Chr\?;f/‘i\’\/i’é”
N32! o6 | 27247859 | 27248334 | 476 | 27248084 60 52.59 13.81 47.60 O 2
N32I ch6 | 27261610 | 27261840 | 231 27261729 20 10.93 5.50 6.55 chr6.tRNA41-
PseudoACT
N32I chr6 | 27263116 | 27263456 | 341 27263256 41 32.33 10.54 27.63 chrb IRNAd2-
N32I chr6 | 27265624 | 27265922 | 299 27265851 29 17.09 6.60 12.62 chrd IRNA4S-
N32I chré 27446410 | 27446949 | 540 27446657 65 54.71 13.37 49.69 Chrg;i’\&““'
N32I chré 27447295 | 27447749 | 455 27447518 52 45.62 13.28 40.73 Chfs'tpRGNTAC%'
N32I chr6 | 27463415 | 27463865 | 451 27463628 40 30.21 9.91 25.54 o e
N32I chre | 27470656 | 27471131 | 476 27470875 58 46.33 11.92 41.43 chrd IRNAAT-
N32I chre | 27471420 | 27471755 | 336 27471578 39 22.07 6.80 17.52 Ch’AGS'tpRGNT/X‘g'
N32I chre | 27473488 | 27473737 | 250 27473635 27 15.27 6.13 10.82 ChrG IRNAL48
N32I chré 27487108 | 27487601 | 494 27487324 83 63.73 12.03 58.57 Chrgi;%’\%“g'
N32I chié | 27515349 | 27515805 | 457 | 27515537 73 57.94 12.47 52.87 chroIRNAL40
N32I chre | 27543818 | 27544058 | 241 27543928 20 12.07 6.11 7.67 chr6.tRNASS-

LysTTT




N32I

chré

27551099

27551519

421

27551304

60

59.73

54.64

chr6.tRNA144

-ASpGTC
N32! o6 | 27550448 | 27559789 | 342 | 27559616 34 24.75 8.83 2017 Chri;i#‘#“
N32! chi6 | 27560411 | 27560869 | 459 | 27560624 79 68.09 14.50 62.87 oo (PN AL 42
N32! chi6 | 27585956 | 27586230 | 275 | 27586107 21 11.80 5.68 7.40 chro IRRASA-
N32! ch6 | 27618458 | 27618950 | 502 | 27618753 51 4437 13.09 so50 | CMOIRNALSY
N32! chr6 | 27636255 | 27636661 | 407 | 27636460 38 32.84 11.75 28.14 SO RNAST-
N32I chié | 27640188 | 27640444 | 257 | 27640352 18 10.09 5.40 5.72 Rk
N32! o6 | 27652282 | 27652702 | 421 | 27652475 a1 21.01 6.14 16.48 OO IRNAL3S
N32! o6 | 27655869 | 27656308 | 440 | 27656088 49 28.13 7.28 23.49 ohre IRNASS-
N32! o6 | 27720950 | 27721460 | 511 | 27721256 73 64.68 14.82 59.51 ChrE IRN 132
N32I chi6 | 27758919 | 27750403 | 485 | 27759183 73 47.98 9.26 43.06 chréIRNALSL
N2l chr6 | 27763441 | 27763978 | 538 | 27763667 83 85.55 20.09 g013 | CNMOIRNALI0
N32I chié | 27870057 | 27870987 | 931 | 27870732 86 86.61 19.57 81.18 ohrd- RN AL29 Chfgfsg&ﬂs
N32! chr6 | 28180578 | 28181111 | 534 | 28180858 89 84.75 17.78 79.33 ohrd IRNA02-
N32! chr6 | 28442064 | 28442597 | 534 | 28442352 80 51.04 9.04 46.08 OO A2
N32! chr6 | 28456604 | 28457021 | 418 | 28456817 56 31.42 7.18 2674 | CORNALZS
N32I chr6 | 28510698 | 28511157 | 460 | 28510928 57 4456 11.40 39.68 ChtfsA':gT’\‘éGlz“
N32! chi6 | 28556970 | 28557484 | 515 | 28557185 61 44.22 10.39 39.35 chrd IRNAG4-
N32! chi6 | 28564908 | 28565393 | 486 | 28565185 57 39.89 9.79 35.08 o RNy
N32I chié | 28574809 | 28575186 | 378 | 28574985 52 30.94 7.59 26.27 ohrd IANADS-
N32! chr6 | 28611013 | 28611498 | 486 | 28611245 50 43.13 12.01 38.28 chrb IRNAGE-
N32! ch6 | 28615777 | 28616266 | 490 | 28616047 70 54.44 11.99 a9.43 | CMORNALZL
N32! chr6 | 28625811 | 28626349 | 539 | 28626055 78 71.10 15.83 6583 | CMORNATZ0
N32I chré | 28641414 | 28641961 | 548 28641659 79 82.38 20.33 76.98 Cht%‘:g‘écng
N32I chié | 28696892 | 28697341 | 450 | 28697138 61 47.87 11.72 42.95 chrd IRNATO-
N32I chié | 28703070 | 28703447 | 378 | 28703266 24 1451 6.40 10.08 ChrE IANALLS
N32! chr6 | 28715333 | 28715788 | 456 | 28715534 54 4113 10.83 36.30 chr6.IRNA71-

LysTTT




N32I

chré

28726033

28726373

341

28726219

29

15.14

5.75

10.70

chr6.tRNA113

-NaTGC
N32! chié | 28757384 | 28757706 | 323 | 28757589 a1 27.56 8.45 22.93 chro RIAL10
N32! chr6 | 28758367 | 28758707 | 341 | 28758517 28 20.01 8.12 15.49 onrEIRNA09
N32I chré | 28763491 | 28764032 | 542 | 28763787 74 72.96 18.02 67.67 chre IRNAL08
N32! chr6 | 28770301 | 28770804 | 414 | 28770607 36 22,55 7.44 18.00 Chre (RN ALOT
N32! ch6 | 28775466 | 28775093 | 528 | 28775635 a 32.38 10.56 27.68 ohrD IR0
N32! chi6 | 28784844 | 28785227 | 384 | 28785048 36 19.39 6.32 14.88 ohre IRNa04
N32I chré | 28806006 | 28806465 | 460 | 28806253 78 71.10 15.83 65.83 o a2
N32I chré | 28831275 | 28831759 | 485 | 28831507 69 70.65 18.86 65.39 o ROt
N32I chré | 28848915 | 28849374 | 460 | 28849157 62 60.07 16.52 54.97 Ch’/fr';%’&n'
N32I ch6 | 28863747 | 28864327 | 581 | 28864076 98 110.02 24.85 10437 | CHOIRNAL00
Chr6 tRNA74- | chr6 tRNASS-
N32I chr6 | 28908620 | 28909604 | 985 | 28908869 | 102 103.70 20.75 98.12 A A
N32I ch6 | 28911236 | 28911685 | 450 | 28911436 a7 39.70 12.12 34.90 onre e
N32I chré | 28912129 | 28912629 | 501 | 28912373 78 80.94 2015 7556 Rees
N32I chré | 28918560 | 28910122 | 563 | 28918827 o1 88.42 18.58 82.97 Chrf;;’\ﬁm'
N32I chré | 28920816 | 28921331 | 516 | 28921080 87 83.00 17.71 77.61 chro IRNAST-
Chr6 tRNAG6- | chr6 tRNAT7-
N32I chr6 | 28949277 | 28950266 | 990 | 28950023 95 109.21 25.83 103.56 ROy el
N321 chr6 | 52860252 | 52860887 | 636 | 52860422 60 4672 11.45 4181 RN7SK
N32I chré | 126101121 | 126101699 | 579 | 126101464 | 91 88.42 18.44 82.97 chrd IRNAST-
N32! chr6 | 144537516 | 144537978 | 463 | 144537721 | 49 43.79 13.44 38.93 chrd IRN83-
N32I chr7 | 128423309 | 128423760 | 452 | 128423540 | 63 52.28 12.94 47.30 chiTIRNAZ
N32I chr7 | 139025245 | 139025716 | 472 | 139025469 76 77.12 19.16 71.78 ChZ'gtggf'
N32I chr7 | 148638381 | 148638875 | 495 | 148638600 | 81 6144 1182 56.32 RNY5
N32I chr7 | 148660158 | 148660707 | 550 | 148660461 | 94 89.39 17.83 83.93 RNY4
N32I chr7 | 148680620 | 148681119 | 500 | 148680897 | 53 35.75 9.09 31.00 RNY3
N32! chr7 | 148684016 | 148684540 | 525 | 148684314 | 78 63.88 13.31 58.72 RNY1
N32! ohr7 | 149404616 | 149404942 | 327 | 140404784 | 31 17.84 6.42 13.35 Chgfe’\‘c"\;s'
N32I chr8 | 67025440 | 67025835 | 396 | 67025630 86 89.84 20.78 84.38 Ch%:g#‘ﬁ*
chr8.tRNA5- chr8.tRNAG-
N32I chr8 | 67026072 | 67026665 | 594 | 67026440 35 29,53 11.05 24.88 TraTA JSVRvA




N32I

chr8

96281713

96282133

421

96281916

65

58.95

14.96

53.87

chr8.tRNA11-

SerAGA
N32I chrg | 124169250 | 124169753 | 495 | 124169525 67 71.64 20.12 66.36 Chraéfé“LATlo'
N32I chrd | 35657715 | 35658118 | 404 35657894 23 2273 6.35 18.17 RMRP
N32I chrg | 131102236 | 131102490 | 255 131102356 30 16.93 6.28 12.46 Chfr'g;?g?“'
N32I chro | 137029497 | 137029800 | 313 | 137029634 2 15.06 7.10 10.61 RNUGATAC
N32I chr10 5895506 5895898 | 393 5895727 30 23.68 9.52 19.11 Chr\llgitTFX\‘cAG'
N32I chrio | 22518237 | 22518729 | 493 22518461 88 69.54 12.75 64.29 Chﬁgggyﬁ“'
N32I chrl0 | 69524053 | 69524603 | 551 69524314 63 59.85 16.17 54.75 ChrslngRGN/fZ'
ChriLltRNAL7 | ChrILRNAL6 | ChriL.RNA3- | chriLtRNA4-
N32I chril | 59317943 | 59319501 | 1559 | 59318132 79 79.90 19.23 74.53 A v b Y
N32I chrll | 59323734 | 59324173 | 440 59323917 54 4113 10.83 36.30 Ch’&;;TRT'\‘TA&
N32I chrll | 59324761 | 59325228 | 468 59325027 56 54.92 16.37 49.89 Chféﬁgz'/\i’zﬁ
N32I chril | 59327500 | 59328109 | 520 59327846 o1 88.42 18.58 82.97 Ch’_ll_ly';FT*_';"TM“
N32I chril | 59333573 | 59334153 | 581 59333862 76 77.71 19.43 72.36 Chf;ﬁgg’;iﬁ“
N32I chril | 66115376 | 66115884 | 509 66115640 86 92.10 21.78 86.62 Chrslégc'\‘ﬁs'
Chrl1.tRNA9- | ChriL.RNAL2
N32I chril | 75946312 | 75947109 | 888 75046581 112 118.04 22,63 112.29 s A
N32I chrl2 | 56583987 | 56584282 | 296 56584134 26 19.24 8.42 14.74 Chgezr'ERé\‘AAz'
N32I chrl2 | 96429633 | 96430073 | 441 96429828 80 71.05 15.25 65.78 Ch’AfthR;\‘CA“'
N32I chri2 | 98897076 | 98897520 | 445 98897335 69 71.64 19.33 66.37 Ch’AfbtgpcAs'
N32I chri2 | 98897883 | 98g98351 | 469 98898058 60 55.88 15.27 50.84 Ch’Tlrzp'tCRCNAAG'
N32I chrl2 | 125406110 | 125406581 | 472 | 125406322 | 86 84.99 18.74 7957 o Rt
Chr12(RNA12 | Chri2.RNAIL
N32I chrl2 | 125411684 | 125412740 | 1057 | 125411925 | 102 105.06 21.13 99.46 renaTe A
chr12.tRNA10 chrl2.tRNA8-
N32I chri2 | 125423964 | 125424928 | 965 | 125424352 79 75.45 17.34 70.13 reaTe e
N32I chri3 | 31247915 | 31248286 | 372 31248105 34 28.34 10.83 23.70 Ch’/i::g;\'f'
N32I chri3 | 41634723 | 41634989 | 267 41634863 24 17.11 7.76 12.64 Ch’éijRT'\(':AS'
N32I chri3 | 45491800 | 45492208 | 409 45492083 59 61.22 18.29 56.10 Ch’éijRT'\(':A&
N32I chri3 | 95201525 | 95202230 | 706 95201954 101 114.61 25.58 108.89 Chgﬁég\\‘ﬁl'
N32I chria | 21077301 | 21077782 | 482 21077542 67 65.23 17.07 60.05 Chfé‘r‘gEgéB
N32I chria | 21078108 | 21078579 | 472 21078345 73 73.87 18.87 68.57 chrl4.tRNA1-

LeuAAG




Chrl4tRNA22 | chrl4.(RNA2L

N32I chria | 21081340 | 21082256 | 917 21081663 83 69.95 14.04 64.70 R LR

N32I chri4 | 21093303 | 21093884 | 582 21093565 75 67.23 15.25 62.02 Chf:jTRANGAZ'

N32! chria | 21099091 | 21099561 | 471 | 21099345 54 54.21 16.76 49.20 chrid RNAZ0

N32I chri4 | 21100996 | 21101587 | 592 21101207 35 29.53 11.05 24.88 Chr;r‘:)'tTRGNGM'

N32I chria | 21149643 | 21150137 | 495 21149917 80 74.77 16.68 69.45 Chr%ﬁfTRGNTA“'

N32I chria | 21151202 | 21152479 | 1278 | 21151464 70 60.90 14.24 55.78 Chr%;‘,'r'tGRT'\LAS'

N32I chri4 | 23398676 | 23399260 | 585 23398955 107 109.66 21.32 104.01 Ch'/ir“dfc'\‘e’”'

Na2I chriid | 32672189 | 32672667 | 479 32672404 a1 36.95 1281 3218 RNU6-8

N32I chri4 | 50053081 | 50053723 | 643 50053488 39 22.07 6.68 17.52 RN7SLL

N32I chrid | 50329092 | 50329693 | 602 50329364 38 28.97 9.84 24.32 RN7SL2

N32I chri4 | 58706389 | 58706895 | 507 | 58706645 82 57.46 10.44 52.39 Chr_lL‘;;gTAB

N32I chria | 73420567 | 73429930 | 364 73429741 30 23.68 9.52 19.11 Chg;;gg:s'

N32! chria | 102783244 | 102783667 | 424 | 102783455 | 60 55.88 15.27 5084 | CMIARNALD

N32! chrl5 | 40885767 | 40886320 | 554 | 40886095 7 87.85 23.78 82.41 ChriS RNALD

N32I chri5 | 45490583 | 45491066 | 484 45490867 56 50.69 14.36 45.73 Ch'jiSS'éRT'\(‘;Ag'
Chr15.(RNAS- | chri5.(RNAL-

N32I chrl5 | 45492400 | 45493620 | 1221 | 45492631 52 51.46 16.10 46.49 TR o R

N32I chris | 66161186 | 66161705 | 520 66161456 47 39.47 12.19 34.67 Chgfﬁg'\‘em'

Na2I chriis | 68132253 | 68132512 | 260 68132436 23 13.59 6.0 9.16 RNUG-1

N32I chris | 79152727 | 79153152 | 426 79152037 62 58.52 15.81 53.44 Chrﬁss'tCRTNTAZ‘

N32I chris | 89878041 | 89878647 | 607 89878344 134 146.34 25.43 140.29 Chﬁ%t%\‘e’*“'

N32I chr16 686472 686974 | 503 686760 50 29.06 7.38 24.41 c“[g;ggé“

N32I chr16 3200515 3200034 | 420 3200720 54 41.70 11.05 36.86 Chr:gtcRcNeAl'

N32I chr16 3202704 3203277 | 574 3203018 61 57.20 15.63 52.14 Chrifg'tCRé\‘TAz'

N32I chri6 3207247 3207702 | 456 3207435 54 41.70 11.20 36.86 Ch’_{%g.’}'ﬁ”

N32I chri6 3232539 3232773 | 235 3232709 24 9.80 427 5.44 chri6.tRNA29
-ProAGG

N32I chri6 3239482 3230815 | 334 3239660 28 21.43 8.86 16.89 Chgfd/t_\r"GNGAQ'

N32I chrl6 | 14379552 | 14380041 | 490 | 14379816 60 62.64 18,51 57.50 ChriG RNALS

N32I chri6 | 22206771 | 22207332 | 562 22207079 62 45.40 10.66 40,51 Chi‘;'ﬁﬂéﬂ

N32I chri6 | 22308278 | 22308759 | 482 22308498 61 49.88 12.50 44.93 chrl6.tRNA16

-LeuAAG




chrl6.tRNA17 chrl6.tRNA26
N32I chri6 | 57333633 | 57334679 | 1047 | 57334428 89 96.52 22,50 91.00 riomA riomNA
N32I chri6 | 70812728 | 70813155 | 428 70812980 40 35.68 12.59 30.94 dTig;EQQZ4
N32I chri6 | 87417485 | 87417895 | 411 87417668 49 47.39 15.22 42.48 Chfhﬁ;@ﬁﬁzz
Chr17.(RNA2- | Chri7.RNA3- | chri7.tRNA42
N32I chr17 8022281 8024427 | 2147 8023095 70 49.25 10.17 4431 b A FEiive
N32I chr17 8028879 8029278 | 400 8029110 41 32.38 10.74 27.68 ChrGlKI'ERCNCAS'
Chrl7 (RNA4L | chri7.tRNA40
N32I chr17 8041992 8043005 | 1014 8042204 38 33.19 11.93 28.48 A i
Chril7.(RNAG6- | Chri7.IRNA7- | Chri7.1RNAS- | chri7.(RNA9-
N32I chri? 8089498 8091232 | 1735 8090243 65 62.86 16.68 57.71 o AR LRy LR
Chril7 (RNA39 | chrl7.tRNAILO
N32I chr17 8123964 8125079 | 1116 8124222 60 55.88 15.27 50.84 reon frfyiiva
Chrl7.(RNA38 | chrl7.RNA37
N32I chr17 8125362 8126389 | 1028 8125547 51 44.63 13.21 39.76 haoTe AN
N32I chr17 8129460 8129717 258 8129595 25 18.17 7.98 13.68 Ch?##§g¢36
N32I chri? 8130046 8130407 | 362 8130248 23 16.08 7.32 11.61 Ch’%m;§2#534
N32I chri7 | 19411243 | 19411750 | 508 19411513 82 76.34 16.70 71.01 Chf#;ggﬁlz
N32I chri7 | 20876948 | 29877453 | 506 29877165 49 47.39 15.44 42.48 Ch[#ﬁ:§g¢14
N32I chri7 | 36907872 | 36908333 | 462 36908090 47 44.73 14.56 39.85 Ch[ilﬁ?;#$3l
N32I chri7 | 37023702 | 37024167 | 466 37023955 68 66.60 17.26 61.39 Chfé;ggtg:15
N32I chri7 | 37025400 | 37025747 | 348 37025599 49 39.24 11.52 34.44 dTé;gzgﬁfg
chrl7.(RNA27 | chri7.tRNAZ6
N32I chri7 | 37300761 | 37311036 | 1276 | 37310778 94 103.98 23.77 98.39 AP ereatn
N32I chri7 | 47269647 | 47270239 | 593 47269915 89 101.95 25.01 96.39 Chii;g$$¥§16
N32I chri7 | 66015749 | 66016301 | 553 66016053 95 114.24 28.25 108.53 Chfi2§22223
Chri7.{RNA18 | Chri7.RNA21 | chri7.(RNAI9
N32I chri7 | 73020849 | 73031477 | 1629 | 73031273 70 69.70 17.96 64.45 vk vk e
N32I chri7 | 80452279 | 80452025 | 647 80452647 102 74.42 11.45 69.11 Chfbéﬁéﬁﬁzo
Na2l chrio 893274 893685 112 893522 54 54.21 16.98 49.20 RNUG-9
N32I chr19 1021323 1021907 | 585 1021549 94 65.66 10.56 60.47 RNU6-2
N32I chrig 1383156 1383827 672 1383481 50 43.13 12.91 38.28 Chf;ﬁgg;i214
Chri9.(RNAZ- | chri9.(RNAL3
N32I chrio | 4723884 4724901 | 1018 4724125 76 86.32 23.56 80.89 e fyrnive
N32I chrlo | 33667768 | 33668289 | 522 33668055 41 36.95 12.81 32.18 Ch[%2;£2;54'
N32I chrlo | 45981697 | 45982156 | 460 45981892 34 28.34 10.62 23.70 °hg§t§¥;f8'
N32I chro1 | 18826888 | 18827409 | 522 18827107 65 69.87 20.27 64.61 chr21.tRNA2-

GlyGCC




N32I

chrX

18692871

18693258

388

18693053

36

30.74

26.06

chrX.tRNA4-

ValTAC
N74S chrl | 16861735 | 16862006 | 272 | 16861818 14 6.53 3.98 2.22 chri (RAAL34
N74S chrl | 16872215 | 16872752 | 538 | 16872508 59 4750 12.08 4235 Chfgsc’\'CACl%
N74S chri | 16873991 | 16874201 | 301 16874232 25 15.45 6.61 10.90 chrl.tRNA132
-PseudoCAC
N74S chri | 17004561 | 17005053 | 493 17004763 46 36.78 11.12 31.82 Chfgsc’\‘écml
N74S chri | 17053692 | 17054054 | 363 17053852 48 27.27 7.03 22.47 Chéll;g(’\:‘éz'
N74S chrl 17186595 | 17186879 | 285 17186733 25 15.45 6.61 10.90 ChrLIRNAS-
PseudoCAC
N74S chri | 17188209 | 17188695 | 397 17188460 49 40.03 11.66 35.01 Chéll;g(’\:‘é“'
N74S chri | 94312880 | 94313393 | 505 94313167 64 53.49 13.02 48.24 chngng?g-
N74S chrl | 145395330 | 145395817 | 488 | 145395577 | 69 67.96 17.69 62.50 Ch’_}_';sé‘#lg
N74S chrl | 145306772 | 145397131 | 360 | 145396930 36 26.35 9.25 21.58 chrLIRNALLS
N74S chrl | 145307609 | 145308202 | 594 | 145397919 84 78.99 17.17 73.45 Ch’_g;’\‘é\é”
N74S chrl | 145308985 | 145399488 | 504 | 145399231 | 113 135.75 29.63 12093 | CMLIRNALLS
N74S chrl | 148248122 | 148248370 | 249 | 148248313 16 5.95 3.41 1.67 Ch'i;fe’\‘TATZG'
N74S chrl | 148598201 | 148598639 | 439 | 148598393 | 32 21.26 7.7 16.59 ohr IRNALOS
N74S chrl | 148760092 | 148760585 | 494 | 148760320 | 31 2017 7.45 15.52 chrl IRNALO7
N74S chrl | 149208316 | 149208672 | 357 | 149208576 44 22.17 6.02 17.48 chrl RAASS-
N74S chrl | 149679989 | 149680487 | 499 | 149680279 81 65.62 13.05 60.18 chrL RN
N74S chrl | 149683918 | 149684325 | 408 | 149684169 71 42.19 8.07 37.13 Chr&;@i’égo'
N74S chrl | 153643490 | 153644003 | 514 | 153643753 97 97.62 19.98 91.97 Chﬁ'etch"zfz'
N74S chrl | 161369219 | 161369780 | 562 | 161369519 64 61.19 16.28 55.81 Chr&;@i’é%'
N74S chrl | 161391703 | 161392056 | 354 | 161391897 23 14.36 6.53 9.82 chrl. RNAB4-
N74S chrl | 161397698 | 161398130 | 433 | 161397921 48 44.11 13.90 39.01 chri IRNASS-
N74S chrl | 161412886 | 161413410 | 525 | 161413139 73 47.44 9.17 42.29 Ch'él'%’\g\cw
N74S chrl | 161416792 | 161417351 | 560 | 161417005 94 34.69 476 29.77 Chré'ltjr"c’\_‘rAcao'
N74S chrl | 161420308 | 161420725 | 418 | 161420495 93 57.60 8.85 52.27 Chréi;'é’\&w'
N74S chrl | 161424195 | 161424761 | 567 | 161424434 | 132 86.01 9.98 80.42 ChrL.tRNA77-

GIuCTC




N74S

chrl

161425239

161425515

277

161425390

43

16.30

11.73

chrl.tRNA75-

AspGTC

N74S chrl | 161427763 | 161428125 | 363 | 161427955 68 33.20 6.28 28.31 Chrél';%’\éfg'

N74S chrl | 161431588 | 161432160 | 573 | 161431835 99 66.41 10.09 60.96 Chré'lLRC’\_'rAC”'

N74S chrl | 161435138 | 161435525 | 388 | 161435352 73 32.80 573 27.91 ChrGll';Fé’\(‘:AC‘u'

N74S chrl | 161438969 | 161439531 | 563 | 161439219 | 120 7172 8.69 66.22 Chré'lLRC’\_‘r’gl'

N74S chrl | 161493454 | 161493883 | 430 | 161493671 60 43.20 10.22 38.12 Chrél';Fé’\éACGB'

N74S chrl | 161499900 | 161500406 | 507 161500167 74 72.69 17.89 67.18 Chj_lé%"i\’g%

N74S chrl | 161500711 | 161501155 | 445 | 161500922 55 37.84 9.44 32.86 Ch'é'l;i’\é’é‘“_"

N74S chrl | 161509874 | 161510171 | 208 | 161510071 45 27.50 7.63 22.70 Ch'/i;fg‘TAT“'

N74S chrl | 161582285 | 161582773 | 489 | 161582533 42 35.29 11.69 30.36 Ch’é'ILRT’\#(\:“g'

N74S chri | 167683781 | 167684238 | 458 | 167684003 35 20.01 10.89 24.18 Chﬂ,,lr'(‘)%’\ggz'

N74S chri | 167684576 | 167684972 | 397 | 167684811 41 36.33 12.56 31.37 Ch’F}r'f)i’\g(\fE'

N74S chrl | 204475493 | 204476546 | 1054 | 204476199 91 88.42 18.49 82.81 Chrl.tRNAS4- | - chrl.tRNAG2-

LysTTT LysTTT

N74S chrl | 222638123 | 222638591 | 469 | 222638398 44 37.41 12.05 32.44 Ch'#ffr’\gfr%'

N74S chrl | 228745885 | 228746207 | 323 | 228746014 62 21.02 221 16.35 RNA5SL

N74S chrl | 228748118 | 228748478 | 361 | 228748292 82 43.36 7.10 38.28 RNA5S2

N74S chri | 228750334 | 228750769 | 436 | 228750547 81 41.00 6.64 35.96 RNA5S3

N74S chrl | 228752549 | 228752000 | 352 | 228752777 55 12.21 2.98 772 RNA5S4

N74S chri | 228754853 | 228755172 | 320 | 228755003 66 20.72 4.00 16.06 RNA5S5

N74S chrl | 228756985 | 228757367 | 383 | 228757192 74 27.61 272 22.81 RNA5S6

N74S chrl | 228759263 | 228759580 | 318 | 228759436 67 26.20 2.92 21.43 RNA5S7

N74S chrl | 228761477 | 228761878 | 402 | 228761715 67 27.76 522 22.96 RNA5SS

N74S chrl | 228763765 | 228764060 | 296 | 228763863 50 18.52 2.50 13.90 RNA5SO

N74S chrl | 228766011 | 228766349 | 339 | 228766185 62 28.10 5.66 23.37 RNA5S10

N74S chri | 228768277 | 228768605 | 329 | 228768403 69 25.83 272 21.06 RNA5S11

N74S chrl | 228770517 | 228770845 | 329 | 228770672 72 35.60 6.42 30.75 RNA5S12

N74S chri | 228772799 | 228773052 | 254 | 228772908 62 28.29 5.6 23.48 RNA5S13

N74S chrl | 228774952 | 228775302 | 351 | 228775114 68 31.08 5.82 26.23 RNA5S14

N74S chrl | 228781626 | 228781992 | 367 | 228781787 62 18.26 3.72 13.65 RNA5S17
Chr1.tRNABS- | ChrL.iRNAGO-

N74S chri | 249167893 | 249168695 | 803 | 249168431 56 50.69 14.39 45.48 AN S
chr2.tRNA2- chr2.tRNA3-

N74S chr2 | 27273427 | 27274310 | 884 27273685 98 98.09 19.81 92.43 oA JAA

N74S chr2 43037484 | 43037984 | 501 43037720 64 63.44 17.32 58.02 Chrﬁéﬂ\#%'

N74S chr2 70475917 | 70476384 | 468 70476160 68 66.60 17.46 61.14 Chréi;%’\éAcﬂ'

N74S chr2 | 131004546 | 131094930 | 385 | 131094733 36 26.80 9.47 2201 chr2 tRNA20-

GIuTTC




chr2.tRNA13- chr2.tRNA19-
N74S chr2 | 157257101 | 157258029 | 929 | 157257734 51 44.37 13.21 39.27 2 RNA s
N74S chr3 45730287 | 45730762 | 476 45730509 57 45.16 11.70 40.04 Chfr';i’\ég“'
N74S chr3 | 169489850 | 169490269 | 420 | 169490037 69 50.50 10.85 45.30 Ch{fﬁg‘éz'
N74S chi5 | 140090674 | 140091177 | 504 | 140090937 61 57.20 15.57 51388 VTRNALL
N74S chr5 | 140008323 | 140098780 | 458 | 140098536 84 78.99 17.17 73.45 VTRNAL2
N74S chr5 | 140105522 | 140106006 | 485 | 140105778 80 86.23 2158 80.64 VTRNAL3
N74S chr5 | 180614495 | 180614942 | 448 | 180614716 63 59.85 16.04 54.49 °h[23§;‘é7'

Chi5 tRNATS- | chr5.t(RNALA-
N74S chr5 | 180615231 | 180616126 | 896 | 180615494 59 54.57 15.10 49.30 SR S IRIA
N74S chr5 | 180618501 | 180618948 | 448 | 180618763 53 2987 15.11 2468 Ch’?ﬁ’\(‘;‘_\rm'
N74S chr5 | 180633693 | 180634183 | 491 | 180633905 61 49.88 12.46 4468 Chflﬁé‘ég'
N74S chr5 | 180634608 | 180635061 | 454 | 180634842 56 49.03 13.64 43.85 Chf;,'éFéﬁTAg'
N74S chr5 | 180645003 | 180645601 | 599 | 180645281 59 60.32 17.86 54.95 Chr\‘r;;i’\/‘\’élz'

Chi5 (RNALL- | chr5.tRNALO-
N74S chrs | 180648737 | 180649614 | 878 | 180649438 50 40.23 11.67 35.21 e AR
N74S chré 26286572 | 26287064 | 493 26286793 65 65.75 18.26 60.31 ch’:/?éttz%\z
N74S chre | 26311798 | 26312239 | 442 26312013 34 24.00 8.69 19.27 Ch'_%tlspﬁén

Chi6 tRNAL72 | Chr6.t(RNAL71
N74S chre | 26312708 | 26313616 | 909 26313404 63 60.14 16.17 54.78 b v
N74S chré 26322869 | 26323341 | 473 26323093 67 65.77 17.46 60.32 Chﬁggé“'

chr6.tRNA5- chr6.tRNAG6-

N74S chié | 26327594 | 26328629 | 1036 | 26327816 62 58.41 15.75 53.07 R A
N74S chré | 26330320 | 26330838 | 519 | 26330539 68 65.40 16.91 59.96 ohrE (AN AL09
N74S chié | 26331576 | 26331973 | 398 26331717 32 13.78 4.86 9.25 Chr_iﬁgg‘é/i%
N74S chré 26521376 | 26521746 | 371 26521552 60 55.39 15.11 50.10 Chigjgxé%
N74S chié | 26532905 | 26533477 | 573 | 26533162 75 73.61 17.01 68.10 ChrE. IRNALGY
N74S chre | 26537553 | 26538432 | 880 26537807 61 39.81 8.90 34.80 Ch;?gig‘és'

Chi6 tRNALO- | Chr6.tRNALL-
N74S chré | 26553510 | 26554647 | 1138 | 26553744 65 54.71 13.40 49.43 o g
N74S chrié | 26555371 | 26555832 | 462 26555610 43 25.79 7.39 21.02 Chfrﬁ’\éélz'
N74S chié | 26556588 | 26557005 | 508 26556794 43 33.07 10.34 28.18 Ch’f;fc’\‘T‘.\rB'
N74S chié | 26568868 | 26569316 | 449 26569106 74 60.17 12.95 54.81 Ch’?;r%’\.‘r‘/\j“'
N74S chre | 26571857 | 26572333 | 477 26572133 55 45.60 12.47 40.48 chr6.tRNA166

-AlaAGC




N74S

chré

26577218

26577561

344

26577372

45

36.29

31.34

chr6.tRNA16-

TYGTA
N74S chi6 | 26735441 | 26735792 | 352 | 26735618 27 14.17 5.61 9.64 chro RNAL64
N74S o6 | 26745009 | 26745405 | 307 | 26745260 31 17.76 6.39 13.16 onre. IR0
N74S chr6 | 26766281 | 26766722 | 442 26766472 39 23.35 7.25 18.63 Chr,fjlgzc’\jff%
N74S chr6 | 27050288 | 27059756 | 469 27059509 44 34.21 10.56 29.30 chre RNASO-
N74S chre | 27125860 | 27126174 | 315 27126021 29 18.37 7.09 13.76 Chrgi';z’i’g“'
N74S chré 27129949 | 27130247 | 299 27130094 29 17.74 6.79 13.14 Chfﬁi’\éﬁ%
N74S o6 | 27144766 | 27145286 | 521 | 27145022 52 39.43 10.76 34.42 onre RS
N74S chr6 | 27181487 | 27181859 | 373 | 27181666 49 45.97 14.73 a08a | MO
N74S che | 27182786 | 27183148 | 363 27182950 37 29.78 10.62 24.95 Ch’/fr';i’\(‘:‘(\;%'
N74S chr6 | 27198214 | 27198666 | 453 27198432 42 30.01 9.28 25.17 ChrGIRNALSS
N74S chre | 27247868 | 27248228 | 361 27248047 53 35.75 9.12 30.81 ChrE RN 152
N74S chré 27265662 | 27265949 | 288 27265810 31 20.52 7.61 15.86 Ch'g:%“CAT‘B'
N74S chr6 | 27446435 | 27447679 | 1245 | 27446637 56 50.77 14.43 45.56 o ChrAﬁs'LRGNTAC‘“s'
N74S chr6 | 27463384 | 27463830 | 447 27463621 39 29.90 10.06 25.07 Chrg;;’\éi“ﬁ'
N74S chr6 | 27470685 | 27470984 | 300 27470847 30 1853 6.93 13.91 Ch’get;’\(‘;i”'
N74S chr6 | 27471372 | 27471786 | 415 27471530 25 13.68 5.77 9.15 Chfs'tpRGNTAC‘“"
N74S chr6 | 27473459 | 27473760 | 302 27473599 32 18.75 6.80 14.13 ChrG IRNA48
N74S chré 27487117 | 27487606 | 490 27487300 51 42.27 12.26 37.21 Chrgifc’\%’g‘g'
N74S chié | 27515326 | 27515787 | 462 | 27515568 69 68.29 17.84 62.82 ohro IRNAL40
N74S chr6 | 27551062 | 27551465 | 404 27551261 41 23.91 7.08 19.18 Chf2;§g¢é44
N74S chr6 | 27550466 | 27550802 | 337 27559640 31 21.41 8.03 16.74 Ch’i;i#‘%l“
N74S chr6 | 27560317 | 27560930 | 614 27560657 59 58.36 16.89 53.03 chrd (RN AL42
N74S chr6 | 27618546 | 27618963 | 418 27618776 41 32.38 10.62 27.50 ChrE IRNAL39
N74S chré 27636227 | 27636645 | 419 27636436 42 33.54 10.86 28.64 Ch“iéi’;‘\¢57'
N74S chié | 27652349 | 27652716 | 368 | 27652455 38 32.62 11.72 27.73 ChrOIRNAL3S
N74S chre | 27655779 | 27656297 | 519 27656044 40 33.47 11.47 28.58 chr6.tRNASS-

lleAAT




N74S

chré

27720975

27721477

503

27721224

73

76.33

19.95

70.81

chr6.tRNA132

-ValAAC
N74S chi6 | 27758889 | 27759331 | 443 | 27759139 56 4452 11.72 39.42 chro RT3
N74S chi6 | 27763422 | 27763911 | 490 | 27763704 67 50.68 11.37 45.47 onroIRNAL30
N74S chi6 | 27870083 | 27871029 | 947 | 27870309 68 68.99 18.57 63.51 chrd (RN AL29 ChEZI%\‘éClZS
N74S ch6 | 28180501 | 28181082 | 492 | 28180853 75 54.71 10.92 49.43 chrd IRNAG2-
N74S chr6 | 28442150 | 28442607 | 458 | 28442378 69 65.91 16.77 6046 | CMMOIRNALZY
N74S chié | 28456666 | 28457020 | 355 | 28456775 43 2021 5.55 15.56 RRva
N74S chr6 | 28510750 | 28511193 | 444 | 28510932 50 37.19 10.38 32.22 e
N74S chr6 | 28556995 | 28557499 | 505 | 28557201 4 3155 10.23 26.68 ohrd IR A4
N74S chr6 | 28564908 | 28565320 | 413 | 28565152 a4 32.18 9.68 27.30 chrd IRNAT23
N74S chi6 | 28574848 | 28575174 | 327 | 28574970 33 19.68 6.99 15.04 chrd IRNAGS-
N74S chr6 | 28611119 | 28611474 | 356 | 28611266 | 38 24.52 7.93 19.78 chrd IRNAGE-
N74S chi6 | 28615781 | 28616256 | 476 | 28616015 65 62.83 16.65 57.43 o At
N74S chré | 28625802 | 28626311 | 510 | 28626056 67 65.33 17.26 50.89 RE
N74S chf6 | 28641458 | 28641857 | 400 | 28641648 65 43.94 9.57 38.85 onre RNt
N74S chr6 | 28696896 | 28697293 | 398 | 28697090 46 32.17 9.18 27.30 chrd IRNATO-
N74S chr6 | 28703131 | 28708409 | 279 | 28703260 21 11.80 5.67 7.31 ChrE IRNALLS
N74S chré | 28710554 | 28710791 | 238 | 28710596 16 8.13 4.50 3.73 Chfi:g‘(’:\‘éél“
N74S chié | 28715395 | 28715787 | 393 | 28715552 39 26.84 8.67 22.05 Chrﬁ;;"ﬁ”'
N74S chié | 28726078 | 28726402 | 325 | 28726245 34 16.37 5.50 11.80 OO I3
N74S o6 | 28757336 | 28757754 | 419 | 28757572 | 49 45.78 14.36 4066 | OO IRNALLO
N74S o6 | 28763528 | 28763959 | 432 | 28763791 | 49 37.76 10.89 sa78 | CMOIRNAI08
N74S o6 | 28775490 | 28775761 | 272 | 28775652 | 34 17.66 5.98 1306 | CMEIRNAL06
N74S chr6 | 28779737 | 28780064 | 328 | 28779898 28 12.77 4.88 8.27 chr@ IRNAL05
N74S chié | 28784888 | 28785252 | 365 | 28785052 34 24.20 8.79 19.47 chrE IRNAL04
N74S chié | 28805970 | 28806479 | 510 | 28806261 76 6257 13.27 57.17 o0 a0
N74S ch6 | 28831287 | 28831706 | 420 | 28831528 | 42 28.59 8.68 2377 | CMEIRNALOL

-AlaAGC




N74S

chré

28848977

28849372

396

28849219

55

51.34

15.06

46.12

chr6.tRNA73-

ArgCCG
N74S chré 28863832 | 28864300 | 469 28864069 90 98.00 22.88 92.34 Chfgﬁgﬁim

chr6.tRNA74- chr6.tRNA99-
N74S chié | 28908612 | 28909582 | 971 28908834 70 65.42 16.20 59.98 AR A
N74S chré 28011234 | 28911619 | 386 28911418 42 28.01 8.45 23.20 ChTéLFZ’\X(\;gB'
N74S chié | 28912115 | 28912644 | 530 28912381 65 60.21 15.48 54.84 Chr,fjl'etizc’\x\f"
N74S chié | 28918642 | 28919035 | 394 28918858 76 65.72 14.41 60.28 Chr&f;’\ﬁm'
N74S chré 28920874 | 28921281 | 408 28921096 66 52.12 12.13 46.89 Ch'&'efc’\LATW'

chr6.tRNA96- chr6.tRNA77-
N74S chié | 28949391 | 28950240 | 850 28949998 72 55.10 11.70 49.82 YOy e
N74S chi6 | 52860206 | 52860835 | 630 52860469 85 56.15 9.64 50.85 RN7SK
N74S chré | 126101206 | 126101687 | 482 126101455 83 63.73 12.13 58.31 Ch'giLFéNr’é87'
N74S chré | 144537545 | 144538016 | 472 | 144537761 36 29.29 10.70 24.46 Ch'féLRT’\XZ%'
N74S chr7 | 128423366 | 128423734 | 369 | 128423529 34 25.75 9.54 20.98 Chggffgéz'
N74S chr7 | 139025205 | 130025684 | 480 | 139025438 63 38.01 8.02 33.03 Chzgggf'
N74S chr7 | 148638411 | 148638861 | 451 | 148638592 69 51.70 11.25 26.48 RNY5
N74S chr7 | 148660203 | 148660666 | 464 | 148660388 71 50.33 10.38 2512 RNY4
N74S chr7 | 148680680 | 148681050 | 371 | 148680905 44 23.61 6.47 18.88 RNY3
N74S chr7 | 148684021 | 148684555 | 535 | 148684330 74 45.00 8.39 39.98 RNY1
N74S chrg 67025418 | 67025847 | 430 67025661 53 40.56 10.95 35.53 Ch%:éﬁ’:“'

chr8.tRNA5- chr8.tRNAG6-

N74S chrg 67026206 | 67026655 | 450 67026375 23 15.74 7.26 11.17 oA e
N74S chrg 06281690 | 96282129 | 440 96281891 42 36.52 12.30 3157 Ch’get;’\éill'
N74S chrg | 124169335 | 124169707 | 373 | 124169559 54 46.54 13.19 41.40 Ch’ag‘c’\x}m‘
N74S chro | 35657635 | 35658175 | 541 35657990 36 22.55 755 17.85 RMRP
N74S chro | 131102196 | 131102478 | 283 | 131102321 32 9.23 3.40 479 Chzg$g¢4'
N74S chro | 137029500 | 137029835 | 327 | 137029643 ES 18.52 6.14 13.90 RNUBATAC
N74S chr10 5895672 5895959 | 288 5895733 13 6.62 420 2.28 Chr\llgitTFZ'\éAG'
N74S chrlo | 22518249 | 22518710 | 462 22518491 58 48.33 12.70 43.16 Chrightg}\‘ﬁ“'
N74S chrl0 | 69524056 | 69524546 | 491 69524293 60 61.73 18.14 56.34 ChrslngRGN/fz'

ChriLtRNAL7 | ChrILRNAL6 | GhriLiRNA3- | chril.tRNA4-
N74S chril | 59317809 | 50319480 | 1582 | 59318103 50 40.23 11.67 35.21 LR v et LR
N74S chril | 59323660 | 59324124 | 465 59323910 42 34.99 1155 30.07 Chrﬁ;;TRT'\'TAs'
N74S chril | 59324895 | 59325197 | 303 59324997 25 17.80 7.82 13.20 chrl1.tRNA1S

-PheGAA




N74S

chrll

59327592

59328073

482

59327811

49

41.90

12.74

36.85

chrl11.tRNA14

LysTTT
N74S chrll | 59333636 | 59334064 | 429 59333861 46 42.71 13.95 37.64 Chféﬁgg’;iﬁ“
N74S chrll | 66115384 | 66115899 | 516 66115632 55 54.76 16.74 49.48 Chrsl;tGRCNTAB'
Chri1.tRNA9- | ChriL.iRNAL2
N74S chrll | 75946339 | 75947160 | 822 75046667 88 89.83 20.14 84.22 s fmebiva
N74S chri2 | 56583962 | 56584384 | 423 56584131 23 9.09 4.09 467 Chrslsr'éRGNAAz'
N74S chri2 | 96429653 | 96430034 | 382 96429861 60 38.80 8.76 33.81 ChrAlszbtg{\‘é*“'
N74S chri2 | 98897114 | 98897498 | 385 98897339 63 54.46 13.71 49.19 Chi\lszbtg{\‘é“"
N74S chri2 | 98897815 | 98898283 | 469 98898047 64 65.07 18.09 59.63 Ch'Ter;)'tCRCNAAG'
N74S chrl2 | 125406090 | 125406525 | 436 | 125406333 53 43.79 12.30 38.70 Chr_flgsgém
Chri2.tRNA1Z | ChriZ.RNAIL
N74S chrl2 | 125411697 | 125412651 | 955 | 125411901 82 76.34 16.60 70.81 ranaTe e
Chr12.tRNA10 | chri2.tRNAS-
N74S chri2 | 125423994 | 125424819 | 826 | 125424535 58 55.31 15.81 50.02 ranaTe i
N74S chri3 | 31248007 | 31248259 | 253 31248096 21 13.75 6.71 9.22 Ch’/igr"tg}“f'
N74S chri3 | 45491080 | 45492288 | 309 45492108 32 25.50 10.05 20.74 Ch'é?jTRT'\‘CA&
N74S chri3 | 95201716 | 95202169 | 454 95201941 56 53.66 15.79 48.40 Chgﬁétgk‘:l'
N74S chria | 21077345 | 21077706 | 362 21077524 45 37.13 11.59 3217 Chfé‘r‘gEgéB
N74S chria | 21078094 | 21078618 | 525 21078331 66 63.88 16.98 58.46 Ch’Ll:LifANGAL
Cchrl4(RNA22 | chrl4.(RNAZL
N74S chria | 21081309 | 21082217 | 909 21082014 52 34.71 8.97 29.80 A fEaiiea
N74S chrid | 21003341 | 21093048 | 608 21093543 60 43.20 10.22 38.12 Ch’Llé‘LfTRANGAZ‘
N74S chri4 | 21099251 | 21099511 | 261 | 21099371 33 1454 4.99 10.00 chrid RNAZ0
N74S chria | 21100080 | 21101433 | 454 21101182 42 36.52 12.30 3157 Chr;ifTRGNGA&
N74S chri4 | 21149641 | 21150103 | 463 21149903 76 69.24 15.76 63.76 Chr%ﬁfTRGNTA“'
N74S chri4 | 21151303 | 21151684 | 382 21151492 49 40.46 11.85 35.43 Ch’%;‘/r'gRT'\/LAS'
N74S chria | 21152016 | 21152439 | 424 21152237 37 28.38 9.93 2357 Ch’;r‘t)'tTRGNéﬁ'
N74S chria | 23308710 | 23399242 | 533 23398933 97 111.95 26.09 106.23 Ch’/ir‘;fc”é7'
N74S chiid | 32672194 | 32672638 | 445 32672396 31 2141 8.03 16.74 RNU6-8
N74S chrid | 50053137 | 50053612 | 476 50053401 41 27.56 8.50 22.76 RN7SL1
N74S chrid | 50329212 | 50329686 | 475 50329409 34 17.66 5.98 13.06 RN7SLL
N74S chri4 | 58706401 | 58706905 | 505 58706657 56 50.77 14.43 45.56 chrl4.tRNA13

-LysCTT




N74S

chrl4

73429564

73429844

281

73429689

22

12.68

591

8.18

chr14.tRNA8-

CysGCA
N74S chri4 | 102783216 | 102783679 | 464 | 102783451 65 55.32 13.45 50.04 Chr%ﬁ‘éf/i\‘TAm
N74S chris | 40885824 | 40886322 | 499 40886023 70 60.90 14.34 55.52 ch:l;.:gg{?m
N74S chrl5 | 45490616 | 45491149 | 534 45490817 60 61.73 18.14 56.34 Chréiss'éRT'\‘GAg'
N74S chri5 | 45492385 | 45492803 | 509 45492607 64 67.43 19.25 61.97 Chﬁiss'éRT'\‘GAB'
N74S chri5 | 45493158 | 45493607 | 450 45493378 39 33.84 12.00 28.94 Chrl_lnss'éRT'\‘GAl'
N74S chris | 66161277 | 66161740 | 464 66161453 46 42.71 13.95 37.64 Chg?ﬁtcRT'\gM'
N74S chriis | 68132176 | 68132479 | 304 68132368 28 19.32 7.79 14.68 RNUG-1
N74S chris | 79152703 | 79153136 | 434 79152952 39 30.10 10.15 25.26 Chrﬂgs'thNTAz'
N74S chri5 | 89878055 | 89878611 | 557 89878350 101 96.36 18.36 90.71 Ch'i%tTRc'\‘GA“'
N74S chr16 686499 687013 | 515 686778 66 70.32 20.09 64.83 Ch[g;ggé“
N74S chr16 3200512 3200051 | 440 3200729 46 4271 13.95 37.64 Ch':%ERCNGAL
N74S chr16 3202777 3203160 | 384 3202950 42 33.60 10.88 28.70 Ch’Alfg'tcRé\‘TAz'
N74S chri6 | 3207266 | 3207619 | 354 3207428 35 22.75 7.87 18.05 Ch’_}_';'stz_'\r‘TA”
N74S chrié | 3232441 3232783 | 343 3232683 22 12.07 5.60 7.58 Chfé?g;‘gézg
N74S chri6 3239616 3239863 248 3239717 23 15.74 7.26 1117 Chgg}_\%”e’*g'
N74S chri6 | 14379591 | 14380086 | 496 | 14379795 51 33.69 8.81 28.79 ehriG RNALS
N74S chri6 | 22206823 | 22207352 | 530 | 22207062 67 71.39 2017 65.89 chrio N2
N74S chri6 | 22308221 | 22308823 | 603 | 22308485 69 7471 20.92 69.19 chri6.RNALS
N74S chri6 | 57333678 | 57334707 | 1030 | 57334414 69 74.71 20.92 69.19 chri6.tRNAL7 | chrl6.tRNA26
-LeuCAG -LeuCAG
N74S chri6 | 70812791 | 70813189 | 399 70812972 29 19.37 7.56 14.73 Chfé?;ggéz“
N74S chrl6 | 87417488 | 87417850 | 363 | 87417633 33 26.66 10.33 21.87 Rhivi e
Chrl7(RNA2- | Chri7.RNA3- | chri7.tRNA42
N74S chri7 | 8022299 8023812 | 1514 8022536 49 46.65 14.79 41.50 LTt A Lo
N74S chri7 | 8028945 8029330 | 386 8029122 34 27.83 10.61 23.02 ChrGlK/'gRé\‘é*&
Chrl7 (RNA4L | chrl7.tRNA4D
N74S chri7 | 8042081 8042065 | 885 8042836 36 26.75 9.44 21.97 A LT
Chr17.1RNA6- | Chri7.RNA7- | Chri7.RNAS- | Chri7.RNAO-
N74S chri7 | 8089561 8091195 | 1635 8090969 57 57.52 17.30 52.20 e TR LR LR
N74S chri7 | 8124022 8124303 | 372 8124243 35 29.01 10.89 24.18 chrl7.tRNA39

-TrpCCA




N74S chri7 | 8124700 | 8126420 | 1721 | 8125602 45 4141 13.68 36.37 e | Mamarer | Morcae.
N74S chri7 | 8129435 | 8129667 | 233 8129542 20 8.72 4.35 4.30 chrLr [RAASS

N74S chri7 | 19411263 | 19411736 | 474 | 19411486 64 53.49 13.02 4824 Chr_lTZ;Egﬁlz

N74S chri7 | 29876901 | 29877416 | 516 | 29877119 50 43.13 12.98 38.06 chri7RNAL

N74S chrl7 | 36907899 | 36908243 | 345 | 36908066 38 29.02 9.94 2420 | CNLTIRNASL

N74S chrl7 | 37023743 | 37024206 | 464 | 37024009 32 24.46 9.51 1073 | LR

N74S chrl7 | 37025430 | 37025693 | 264 | 37025587 35 2158 7.37 16.90 Chfg/gg'éﬁzs

N74S chri7 | 37309740 | 37310257 | 518 | 37310018 70 69.34 17.93 63.86 oA

N74S chri7 | 37310565 | 37311006 | 442 | 37310802 72 62.38 14.32 56.99 A

N74S chrl7 | 47269669 | 47270151 | 483 | 47269933 73 52.51 10.65 47.27 Chr T IRNALS

N74S chrl7 | 66015791 | 66016299 | 509 | 66016046 62 4084 9.03 0 | e

N74S chrl7 | 73029867 | 73031447 | 1581 | 73031190 39 30.10 10.15 25.26 Chf;igggﬁlg ChflAZ'gtEg’Tvl Ch'_ggTRg‘élg
N74S chri7 | 80452270 | 80452895 | 626 | 80452629 85 90.64 21.70 85.02 REVA

N74S chrio | 893292 893732 | 441 893562 37 27.86 9.68 23.05 RNUG-9

N74S chrlo | 1021237 | 1021789 | 553 1021578 69 59.65 14.15 54.29 RNUG-2

N74S chrl9 | 1383205 1383791 | 587 1383566 a7 39.47 12.03 34.46 ChrISRIALA | chrl9IRNAL-
N74S chrlo | 4723876 4724934 | 1059 4724095 67 71.78 20.37 66.28 Ch’é?;%\?z' Chr_{/%ltg/';'ém
N74S chrl9 | 33667751 | 33668208 | 458 | 33668013 45 24.49 6.61 19.76 chriS IRNAL-

N74S chrl9 | 45981686 | 45982059 | 374 | 45981928 21 13.75 6.71 9.22 L9 RNAS:

N74S chr21 | 18826934 | 18827353 | 420 | 18827118 61 63.14 18.41 57.73 Cher&I'IGRCNCAZ'

N74S chrX | 18692838 | 18693207 | 370 | 18693037 33 26.66 10.33 21.87 ChrX-IRNAG-

ValTAC




