
SUPPLEMENTAL	   FIGURE	   1.	   SDS-‐PAGE	   of	   purified	   recombinant	   proteins	   and	   the	  
secondary	   structure	   of	   variant	   chaperonins.	   (A)	   SDS-‐PAGE	   gel	   showing	   purified	  
recombinant	   proteins.	   Lane	  M,	  molecular	  mass	  markers	   (phosphorylase	   b,	   97,000	  
Da;	   albumin,	   66,000	   Da;	   ovalbumin,	   45,000	   Da;	   carbonic	   anhydrase,	   30,000	   Da;	  
trypsin	   inhibitor,	  20,100	  Da;	  α-‐lactalbumin,	  14,400	  Da);	   lane	  1,	  CpkA	  (5	  μg);	   lane	  2,	  
CpkA-‐E530G	   (5μg);	   lane	  3,	  CpkA-‐E530M	  (5	  μg);	   lane	  4,	  CpkA-‐Q533G	   (5	  μg);	   lane	  5,	  
CpkA-‐Q533M	  (5	  μg);	  lane	  6,	  CpkA-‐P538G	  (5	  μg);	  lane	  7,	  CpkA-‐P538M	  (5	  μg);	  lane	  8,	  
CpkA-‐D545G	  (5	  μg);	   lane	  9,	  CpkA-‐D545M	  (5	  μg);	   lane	  10,	  purified	  TrpCTk	   (5	  μg).	   (B)	  
Far-‐UV	  CD	  spectra	  of	  variant	  chaperonins.	   In	  each	  frame,	  CpkA	  is	  represented	  by	  a	  
red	   line,	   while	   Gly	   subs[tu[ons	   (E530G,	   Q533G,	   P538G,	   and	   D545G)	   and	   Met	  
subs[tu[ons	   (E530M,	   Q533M,	   P538M,	   and	   D545M)	   are	   represented	   by	   blue	   and	  
green	  lines,	  respec[vely.	  CD	  spectra	  of	  chaperonins	  were	  obtained	  at	  20°C	  in	  25	  mM	  
Tris-‐HCl	  (pH	  7.8)	  containing	  300	  mM	  KCl.	  	


