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Supplementary figure 1s. The CRISPRTarget analysis of self-targeting spacers found in CRISPR 30 and CRISPR 37 arrays in P. gingivalis. None of
protospacers recognized by the self-targeting spacers possess proper PAM motif (NGG at 3’end) required for interference in type | CRISPR-Cas
system. Due to that targeting its own genome by P. gingivalis CRISPR-Cas system is highly unlikely.
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