
	  



	  

Supplementary	  Figure	  1	  

	  

Supplementary	   Fig.	   S1.	   Assessment	   for	   effects	   of	   the	   agroinfiltration	   process	   on	   induction	   of	  

flavonoid	  pathway	  genes.	  Fruits	  were	  infiltrated	  with	  bacteria	  bearing	  a	  ‘GUS’	  containing	  sequence.	  	  

No	  significant	  changes	  were	  observed.	  	  
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Supplementary	  Fig.	  S2.	  Hierarchical	  clustering	  of	  the	  ‘Mara	  des	  Bois’	  x	  ‘Elyana’	  F1	  population.	  The	  
dendrogram	  was	  assembled	  based	  on	  the	  transcriptome	  of	  each	  individual,	  and	  only	  expressed	  
genes	  (RPKM	  max	  of	  1	  in	  at	  least	  one	  genotype)	  were	  included.	  RPKM	  values	  were	  transformed	  in	  

Log2.	  Heirarchical	  clustering	  was	  built	  using	  Manhattan	  distance.	  	  




