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Supplementary Figure S1. AIL family tree and summary of gene expression data. Phylogenetic
tree showing the relationship among the eight AIL proteins (left). Some AIL proteins have
multiple names. AIL6 is also known as PLETHORAG (PLT6) (Galinha et al., 2007). AIL7 is
also known as PLETHORA7 (PLT7) (Prasad et al., 2011). AILS is also known as PLETHORAS
(PLTS), CHOTTOI1 (CHO1) and EMBRYOMAKER (EMK) (Prasad ef al., 2011; Tsuwamoto et
al., 2010; Yamagishi et al., 2009). BABYBOOM (BBM) is also known as PLETHORA4 (PLT4)
(Prasad et al., 2011). Summary of mRNA expression patterns for ANT, AIL5, AIL6 and AIL7 in
stage 3 and stage 6 flowers (right) as determined by in situ hybridization (Elliott et al., 1996;
Nole-Wilson et al., 2005). Sepal primordia are initiated in stage 3 flowers while sepal, petal,
stamen and carpel primordia are present in stage 6 flowers. The intensity of the blue color

represents gene expression levels with a darker color indicating higher expression.
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Supplementary Figure S2. ai/5 mutants have a wild-type appearance. A. AIL5 gene structure
with exons indicated by boxes (white and grey), introns indicated by thin lines and the 5* and 3°
UTRs indicated with black boxes. The two AP2 domains are shown in grey. The positions of the
T-DNA insertions in SALK 067199 (ail5-3) and SALK 059254 (ail5-2) are indicated with
triangles. Primers used for RT-PCR (AIL5-22/AIL5-23) and real time PCR (RTAILS-
1/RTAILS-2 and AILS5-18/AILS-15) are indicated by arrows above and below the gene. B. Col
flower. C. ail5-2 flower. D. ail5-3 flower. E. RT-PCR gel showing that full-length AIL5
transcript (1.7kb) is present in Ler but not ail5-3 er. F. Graph of real time PCR results showing
that transcripts corresponding to regions downstream of the T-DNA were detected in ail5-3 ER
plants while transcripts corresponding to regions upstream of the T-DNA (but not downstream)

were detected in ai/5-2 ER plants.



Supplementary Table S1. Primers used in this study

Name Primer sequence (5’ to 3°) Purpose
AILS5-14 TGAAATGATTACCCAACCGTG genotype ail5-2
AIL5-15 TAGGCATTAGTCCACCCACAG genotype ail5-2
AILS-16 TCGAGGTACGTTGTCCAAAAC genotype ail5-3
AILS-17 TTCCAAAGTCGTGAAATCACC genotype ail5-3
AIL6-36 CTGTTTTGTGATTTGCCATTG genotype ail6-2
AIL6-37 AAGCCTAGATCCCCACTCTTG genotype ail6-2
AIL7-14 GTCATACCTGTTCATCTCAAAGT genotype ail7-1
AIL7-36 GCCTTGACCCTAATCAAATCC genotype ail7-1
LBbl1.3 ATTTTGCCGATTTCGGAAC genotype ail5-2, ail5-3
LBI GCCTTTTCAGAAATGGATAAATAGCCTTGCTTCC | genotype ail6-2, ail7-1
AIL5-22 | ATGAAGAACAATAACAACAAATCT RT-PCR ail5-3
AIL5-23 TCATTCCAACCCAAAAACCG RT-PCR ail5-3
RTAIL5-1 | CTACTCCGGTGGACACTCGT real time PCR ail5-2
and ail5-3
RTAIL5-2 | CGTTCTTCTTCGGAGTAGGC real time PCR ail5-2
and ail5-3
AIL5-18 CAGGCACGAATTGGAAGAGTTG real time PCR ail5-2
and ail5-3
AIL5-15 TAGGCATTAGTCCACCCACAG real time PCR ail5-2

and ail5-3
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