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CACTCTTTTCATGTAAATTTACTGCATATACATATAGTGAGAGAAATCTATACATACACAATTTCTAAAGTGAGAGAGTG

AAGAGTTAAATTATATATCCATGGAGGTTGATGGAAGCAAATTGAGTACTATTGTGCCAGAACCTCCACTTACGCCACCG
M E VD G S K L s T I VvV P E P P L T P P
CAAGAGCCGCTGAGAAAACTCATTCCGGTGGCGGCCATAGCAGCGGGGGTGCAATTCGGGTGGGCCCTTCAGCTCTCCTT
Q E P L R K L I PV A A I A A GV Q F G W AL Q L S L
GTTGACTCCGTACGTGCAGCTTCTGGGTATTCCCCATACCTGGGCTGCCTTCATCTGGCTGTGTGGGCCAGTCTCCGGCT
L T p Y V QL L G I P H T WAAU F I WL C G P V S G L
TGTTCGTGCAGCCGATTGTTGGCTACTACAGTGACAATTGCTCCTCCCGCTTTGGGCGGCGCCGCCCCTTTATCGCCGCC
F VvV O P I V G Y Y S DN C S s R F G R R R P F I A A
GGTGCCGCACTTGTCGCTGTCGCCGTTTTCCTAATTGGATTTGCCGCGGATATTGGTCATGCCTCCGGGGACCCCCTGGG
G A AL VAV AV F L I G F A A DI G HA A S G D P L G
CAACGACGGCAAGACGGCGAAGCCCCGTGCCATTGCTGTGTTTGTCGTCGGATTTTGGATCCTTGACGTGGCCAACAACA
N D G K T A K P R A I AV F V V G F W I L D V A NN M
TGTTACAGGGACCTTGCAGAGCCCTGTTGGCTGATCTCTCTGGTGGAAATGCTCAGAAAATGAGGACTGCAAATGCCTTT
L o G P ¢ RAL L ADUILS G GNAOQI KMU RTANAF
TTTTCTTTCTTCATGGCGGTGGGGAGCGTGCTCGGTTATGCAGCTGGATCATACACTCACTTGTTCAAAATATTTCCTTT
F s ¥F F M AV G s v L G Y A A G S Y TH UL F K I F P F
TACCAAAACAAAAGCCTGTGATGTGTATTGTGCAAATCTCAAGAGCTGTTTTTTCCTCTCAATATTTCTCTTGTTGACTC
T K T K A C DV Y C AN 1L K S CF F L 8§ I F L L L T L
TAACAATATTGGCTTTGACTATTGTGCGTGAAACGGCCTTTGTCCCTTCACAGGCGGAGCCACCAGAAAACATAGGTCAT
T I L A L T I VvV R E T A F V P S Q A E P P E N I G H
GGGGTGGTTAAGAAGAGGAAAATACCAGTTTTGGGGGAGTTATTTGGTGCATTGAAGGGCTTACCTAGGCCAATGAGGGC
G vvVv K K R K I PV L GEL F G A L K G L P R P M R A
TTTGCTCTTGGTGACTTGTTTAAATTGGATTGCTTGGTTCCCATTCTTGTTGTTCGACACTGATTGGATGGGGAAGGAGG
L L. Lv T CLN W I A W F P F L L F DT D WM G K E V
TGTACGGAGGGAAGGTGGGGGTAGGGAAGTTGTACAACCAAGGGGTGCGTGCAGGGGCACTCGGGCTGATGCTGAGTGCT
Yy G 6 K v 6 v. 6 K L Y NGV U RA AU GATLGL ML S A
GTGGTGTTGGGGTGCGCCTCCCTCGCTCTTGAGTTATTGGCGCGTGGACTTGGTGGGGTGAAGCGGCTTTGGGGTGTTGC
vvL G CA S L AL EL L ARGUL G GV KRL W G V A
CAACTTCTTGTTAGCCATTTGCTTGGCCATGACCGTCTTGATAACCAAATTGGCGCAGTCTACACGCCGTCATGCCATCC
N F L L A I C L A M TV L I T KL A Q S T R R H A I H
ATAATGGTGATGCTAATCCACCACCGGCCACTGGTGTCAAGGTCGGTGCTTTGGCCCTCTTTGCTATTCTTGGCATTCCT
N G D AN P P P AT GV KV 6GA L A L F A I L G I P
CAAGCGGTGACTTTCAGCATCCCATTTGCTCTAGCGTCTATATTTTCTAGTGATTCTGGGGCAGGACAAGGTCTGTCACT
g AV T F s I P F A L A s I F s S D s G A G Q G L s L
CGGAGTTCTAAATCTTGCTATAGTTGTACCACAGATGGTGGTATCAGTGCTGAGTGGACCGTGGGATGCCTTGTTTGGAG
G v L NL A I V VP QM V VS VL S G P W DAL F G D
ACGGTAACTTACCGGCATTCGTTGTGGGCGCCGTGGCAGCTGCGGCTAGCGGGATATTTGCACTCACCCTACTTCCATCT
G N L P A F V V G AV AAAAS G I F AL T L L P S
TTACCTTCCGATGTTTCACCAGCCAAGGCCATGAGCGCCGGAGGATTTCATTGAAATATCGATGCATCCTAAGCTAGATA
L p S DV S P A KA AM S A G G F H
GTTTGTTTTCCTTCTCCTACCTTGTTTTTGGGTATTGTGATAGTCCTTTCCTTTTTTTTGCCCTTTCGACCGAAACTTCG

GCATTTTTTAGCCAAGGACATCAACTTATGTATAATATAACTGTGATTTTGTAATGTTTGGACCGTCGAACAGAATTGGG
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Fig. S1. Sequence of the full-length cDNA clone of FeSUT1 encoding the Group Il SUT FeSUT1

from F. excelsior. Transmembrane prediction was performed using the MEMSAT3 &

MEMSAT-SVM algorithm of the PSIPREP-Server of the University College

London

(http://bioinf.cs.ucl.ac.uk/psipred/). Predicted transmembrane domains are highlighted in grey.

Start and stop codons are underlined.
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