marker
A

A

motility
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NONE
DNA-directed RNA polymerase subunit beta
small subunit ribosomal protein S9
small subunit ribosomal protein S8
small subunit ribosomal protein S4
small subunit ribosomal protein S3
small subunit ribosomal protein S13
large subunit ribosomal protein L6
large subunit ribosomal protein L15
large subunit ribosomal protein L13
large subunit ribosomal protein L1
arginyl-tRNA synthetase
L valyl-tRNA synthetase
two-component system, chemotaxis, CheY
methyl-accepting chemotaxis protein
twitching motility protein PilT
flagellar protein FliS
flagellar hook-associated protein 2
flagellar hook-associated protein 1 FIgK

1

flagellar basal-body rod protein FigG

copy number
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cluster 19 (Eubacterium rectale)
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