Supplementary Table 1. Blood cell counts in FoxmI™™ and FoxmI1""MxI-Cre Mice

Tablel. Blood cell counts in 6-Week-Old FoxmI™™ and Foxm1V"MxI-Cre Mice

FoxmI™ FoxmI"Mx1-Cre P Value

WBC(K/pL) 12.261+1.88 7.67+1.13 0.000172

NE(K/pL) 3.38+0.67 1.69+0.40 0.000144

LY(K/pL) 8.10+1.17 5.61+0.69 0.000501

MO(K/pL) 0.52+0.12 0.28+0.06 0.000813
EO(K/pL) 0.10+0.08 0.08+0.11 NS
BA(K/pL) 0.06+0.08 0.03+0.02 NS
RBC(M/pL) 10.22+1.05 9.93+0.54 NS
Hb(g/dL) 15.56+0.84 14.55+0.69 NS
HCT(%) 59.54+6.90 58.74+4.28 NS
MCV(L) 58.24+2.01 59.10+1.60 NS
MCH(pg) 15.34+1.68 14.66+0.58 NS

PLT(K/pL) 1016+115 848+118 0.020942

Values shown are the mean = SD for 5 mice per genotype. WBC, white blood cell; NE,
neutrophils; LY, lymphocytes; MO, monocytes; EO, eosinophils; BA, basophils; RBC, red
blood cell; Hb, hemoglobin; HCT, hematocrit; MCV, mean corpuscular volume; MCH, mean

corpuscular hemoglobin; PLT, platelet; NS, not significant.
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Supplementary Table 2. Gene lists in the heatmap
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Supplementary Table 3. Antibody list

Marker Cat. No. Clone Fluor Vendor

streptavidin 15-4317-82 PE-Cy5 eBioscience
streptavidin 47-4317-82 APC-Cy7 eBioscience
streptavidin 48-4317-82 eFluord50 eBioscience
Sca-1 12-5981-83 D7 PE eBioscience
Sca-1 11-5981-85 D7 FITC eBioscience
c-Kit 47-1172-82 ACK2 APC-Cy7 eBioscience
c-Kit 17-1172-83 ACK2 APC eBioscience
c-Kit 25-1171-81 2B8 PE-Cy7 eBioscience
CD48 25-0481-80 HM48-1 PE-Cy7 eBioscience

CD150 115910 TC15-12F12.2 APC Biolegend

Annexin V 88-8007-74 APC eBioscience
CD45.1 12-0453-83 A20 PE eBioscience
CD45.2 11-0454-85 104 FITC eBioscience
CD16/32 25-0161-82 93 PE-Cy7 eBioscience
CD34 48-0341-82 RAM34 eFluord50 eBioscience
CD127 47-1271-82 A7R34 APC-Cy7 eBioscience
FIt3 15-1351-82 A2F10 PE-Cy5 eBioscience
Gr-1 13-5931-86 RB6-8C5 Biotin eBioscience
Ter119 13-5921-85 TER-119 Biotin eBioscience
B220 13-0452-86 RA3-6B2 Biotin eBioscience
CD19 13-0193-85 eBio1D3 (1D3) Biotin eBioscience
IgM 13-4341-81 Biotin eBioscience
IL-7R 13-1271-85 A7R34 Biotin eBioscience
CD3 13-0033-86 eBio500A2 (500A2) Biotin eBioscience
CD4 13-0043-85 RM4-4 Biotin eBioscience
CD8 13-0081-82 53-6.7 Biotin eBioscience
Gr-1 12-5931-85 RB6-8C5 PE eBioscience
MAC 17-0112-83 M1/70 APC eBioscience
Ter119 17-5921-83 TER-119 APC eBioscience
CD71 12-0711-83 R17217 (RI7 217.1.4) PE eBioscience
B220 12-0452-85 RA3-6B2 PE eBioscience
IgM 17-5790-82 [1/41 APC eBioscience
CD4 12-0041-85 GK1.5 PE eBioscience
CD8 17-0081-83 53-6.7 APC eBioscience
CD41 25-0411-82 eBioMWReg30 (MWReg30) PE-Cy7 eBioscience
F4/80 12-4801-82 BMS8 PE eBioscience
CD43 13-0431-82 eBioR2/60 Biotin eBioscience
CD25 12-0251-83 PC61.5 PE eBioscience
CD44 17-0441-83 IM7 APC eBioscience
BrdU 11-5071-42 BU20A FITC eBioscience
BrdU 17-5071-42 BU20A APC eBioscience
CD34 17-0349-42 4H11 APC eBioscience




Supplementary Table 4.

Primer list

Primers used for mouse genotype

FoxM1 GT1 TGGCTTCCCAGCAGTACAAATC Detect the FoxM1flox allele (280 bp)
FoxM1 GT2 TGCTTACAAAAGACACACTTGGACG and FoxM Iwildtype allele (226 bp)
FoxM1 GT1 TGGCTTCCCAGCAGTACAAATC
FoxM1 GT3 TCTCGCTCAATTCCAAGACCAG Detect deleted FoxM1 allele (400 bp)
Crel CTGCATTACCGGTCGATGCAAC
Cre2 GCATTGCTGTCACTTGGTCGTG Detect Cre allele (301bp)
Primers used for RT-PCR (mouse)
mFoxM1-f CACTTGGATTGAGGACCACTT
mFoxM]1-r GTCGTTTCTGCTGTGATT Detect mouse FoxM1 mRNA levels
mNurrl-f GTTTACCCTCGAAGCCGAAGAG
mNurrl-r ATAGTCAGGGTTTGCCTGGAAC Detect mouse Nurrl mRNA levels
mP21-f TGACCCACAGCAGAAGAG
mP21-r ACCAGCCTGACAGATTTCTA Detect mouse P21 mRNA levels
mP27-f TGGACCAAATGCCTGACTC
mP27-r GGGAACCGTCTGAAACATTTTC Detect moues P27 mRNA levels
mP57-f CAGGACGAGAATCAAGAGCAG
mP57-r CGACGCCTTGTTCTCCTG Detect mouse P57 mRNA levels
mP16-f GGTTCTTGGTCACTGTGAGGA
mP16-r GCAGAAGAGCTGCTACGTGAA Detect mouse P16 mRNA levels
mCcnbl-f TGTGAACCAGAGGTGGAACTTGC
mCcnbl-r ATCGGGCTTGGAGAGGGATTATC Detect mouse Ccnbl mRNA levels

mBeta-actin-f

TGTGATGGTGGGAATGGGTCAG

mBeta-actin-r

TTTGATGTCACGCACGATTTCC

Detect mouse Beta-actin mRNA levels

Primers used for RT-PCR (human)

hFoxM1-1 TTTAAGCACATTGCCAAGCCA
hFoxM1-2 GGGGTGAATGGTCCAGAAGGA Detect human FoxM1 mRNA levels
hNurrl-1 GCACAGACAGTTTAAAAGGCCG
hNurrl-2 CTCATTTGATAGTCAGGGTTCG Detect huamn Nurrl mRNA levels
hBeta-actin-f GCACAGAGCCTCGCCTT
hBeta-actin-r GTTGTCGACGACGAGCG Detect human Beta-actin mRNA levels
Primers used for Chip assay
Nurrl sitel-1 TGAGGAGAGAATTCATGTGT Detect FoxM1 binding sitel in Nurrl
Nurrl sitel-2 ATTCTTAGAAGGAAGGAGGT promoter region.
Nurrl site2-1 GGCGTCACTGGCAGGGCGCC Detect FoxM1 binding site2 in Nurrl
Nurrl site2-2 CGGCCAAGCGCGTCAGCGGC promoter region.
Control-1 AAGAAGAGCCGTGTGCTCTCTT Detect a DNA fragment without
Control-2 AACAGGACTTCTAACAGCAAGTA FoxM1 binding site2.

Primers used for subclone

Nurrl sitel-f

TATGGTACCTGAGGAGAGAATTCATGTGT

Nurrl sitel-r

TATCTCGAGATTCTTAGAAGGAAGGAGGT

Subclone Nurrl sitel into pGL3-basic
vector

Nurrl site2-f

TATGGTACCGGCGTCACTGGCAGGGCGCC

Nurrl site2-r

TATCTCGAGCGGCCAAGCGCGTCAGCGGC

Subclone Nurrl site2 into pGL3-basic
vector

Nurrl sitel

TATGGTACCTGAGGAGAGAATTCATGTGTACAAA

Introduce mutation in sitel of




mutl-F TGTGTACCACCCGCCCTTCATTTTCATTAGCCATA sitel-pGL3
Nurrl sitel
mutl-R TATCTCGAGATTCTTAGAAGGAAGGAGGT
GGAAGATCTATGGATTACAAGGATGACGACGAT
Nurrl-cds-5B AAGCCTTGTGTTCAGGCGCAGTA Subclone Nurrl cds into MSCV-puro
Nurrl-cds-3X | CCGCTCGAGTTAGAAAGGTAAGGTGTCCAGGAA or MSCV-Pig vector
GGAAGATCTATGGATTACAAGGATGACGACGAT Subclone Nurrl cds into The BamHI
Nurrl-cds-5B AAGCCTTGTGTTCAGGCGCAGTA and Mlul sites of pLVX-Tight-Puro
Nurrl-cds-3M | CCGACGCGTTTAGAAAGGTAAGGTGTCCAGGAA (pLVX-Tight-Puro-Nurrl)
hFoxM1 CCGGGCCCAACAGGAGTCTAATCAACTCGAGTTG | Human FOXM1 shRNA Oligo, oligoes
shRNA-1-F ATTAGACTCCTGTTGGGCTTTTTG are annealed and ligated into
hFoxM1 AATTCAAAAAGCCCAACAGGAGTCTAATCAACTC pLKO.1-GFP
shRNA-1-R GAGTTGATTAGACTCCTGTTGGGC (pLKO.1-GFP-shFoxM1-1)
hFoxM1 CCGGGCCAATCGTTCTCTGACAGAACTCGAGTTCT | Human FOXMI1 shRNA Oligo, oligoes
shRNA-2-F GTCAGAGAACGATTGGCTTTTTG are annealed and ligated into
hFoxM1 AATTCAAAAAGCCAATCGTTCTCTGACAGAACTCG pLKO.1-GFP
shRNA-2-R AGTTCTGTCAGAGAACGATTGGC (pLKO.1-GFP-shFoxM1-2)




