TABLE S1 Gene expression stability of candidate reference genes

Gene  Gene product Pathway Essentiality” M value”
zipA  Z-interacting protein A Cell division Yes 0.275
rrs 16S ribosomal RNA Translation No 0.282
pold  DNA polymerase I DNA replication No 0.288
ispB Octaprenyl diphosphate Polyprenol Yes 0.320
synthase biosynthesis
fldA  Flavodoxin 1 Electron transport ~ Yes 0.360
chain
plsC  1l-acylglycerol-3- Phospholipid Yes 0.440
phosphate O- biosynthesis
acyltransferase
mreD  Cytoskeletal protein Peptidoglycan Yes 0.541
synthesis

* Determined by knock-out experiments (1, 2)
® Genorm M-value is the average M value of all remaining reference genes upon stepwise
exclusion of the most unstable gene (highest M value) (3)
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Figure S1. IPTG induction and early log phase growth of conditionally silencing strains
containing expressed asRNA against indicated target genes. Growth curves are mean of
three experimental replicates.



