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Figure S1 Comparison of the MCR pattern of uncultured Ca . ‘Caldiarchaeum subterraneum’ with those of representative species
within Thaumarchaeota. MCR: module completion ratio, Green shows restricted modules [19], Complete name of each module is
described in Table S3.M, Cq. ‘Caldiarchaeum subterraneum’ ; M, Ca. ‘Nitrososphaera gargensis’ ; I, Cenarchaeum symbiosum;
9, Nitrosopumilus maritimus
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Figure S1 Comparison of module completion pattern of uncultured Ca. “Caidiarchacum” with those of representative species
within Thaumarchaeota. continued
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Figure S1 Comparison of module completion pattern of uncultured Ca. “Caidiarchacum” with those of representative species
within Thaumarchaeota. continued
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