
 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



 

 

 

 

 

 

 



Table 1. Primers for site-specific mutations in PTEN and its C2 domain 

(F: forward primer; R: reverse primer) 

 

 

 

 

 

 

S229A        F: GATATATTCCTCCAATTCAGGACCCGCCCGACGGGAAGACAAGTTC                     

R: GAACTTGTCTTCCCGTCGGGCGGGTCCTGAATTGGAGGAATATATC 

T232A 
F: CTCCAATTCAGGACCCGCCCGACGGGAAGACAAGTTC 

R: GAACTTGTCTTCCCGTCGGGCGGGTCCTGAATTGGAG 

T319A 
F: GGAATATCTAGTACTTGCCTTAACAAAAAATGATC 

R: GATCATTTTTTGTTAAGGCAAGTACTAGATATTCC 

T319E 
F: CAAGGAATATCTAGTACTTGAGTTAACAAAAAATGATCTTGAC 

R: GTCAAGATCATTTTTTGTTAACTCAAGTACTAGATATTCCTTG 

T319Y 
F: GACAAGGAATATCTAGTACTTTACTTAACAAAAAATGATCTTGACAAAGC 

R: GCTTTGTCAAGATCATTTTTTGTTAAGTAAAGTACTAGATATTCCTTGTC 

T321A 
F: ATCTAGTACTTACTTTAGCCAAAAATGATCTTGACAAAGC 

R: GCTTTGTCAAGATCATTTTTGGCTAAAGTAAGTACTAGAT 

T321E 
F: ATATCTAGTACTTACTTTAGAGAAAAATGATCTTGACAAAGC 

R: GCTTTGTCAAGATCATTTTTCTCTAAAGTAAGTACTAGATAT 

T319/321A  
F: CAAGGAATATCTAGTACTTGCCTTAGCCAAAAATGATCTTGAC 

R: GTCAAGATCATTTTTGGCTAAGGCAAGTACTAGATATTCCTTG 

T319/321E  F: CAAGGAATATCTAGTACTTGAGTTAGAGAAAAATGATCTTGAC 

R: GTCAAGATCATTTTTCTCTAACTCAAGTACTAGATATTCCTTG 



Table 2. Primers for site-specific mutations in TNS3 and its ABD or C2 domain 

(F: forward primer; R: reverse primer) 

 

Y321T 
F: GGTGTGATTGTGGACACCAACACAACAGACC 

R: GGTCTGTTGTGTTGGTGTCCACAATCACACC 

Y321E 
F: GGTGTGATTGTGGACGAGAACACAACAGACC 

R: GGTCTGTTGTGTTCTCGTCCACAATCACACC 

T323A 
F: GTGATTGTGGACTACAACGCCACAGACCCACTGATACG 

R: CGTATCAGTGGGTCTGTGGCGTTGTAGTCCACAATCAC 

T323E 
F: GTGATTGTGGACTACAACGAGACAGACCCACTGATACG 

R: CGTATCAGTGGGTCTGTCTCGTTGTAGTCCACAATCAC 

 

 

 

 

 

 

 


