
Suppl. Table 4. Cell line characteristics.  
   Cell line Type of cancer MMR Status Reference CIMP Reference 

RKO Colon carcinoma Deficient, MLH1 biallelic methylation [1] High [2] 

HCT15 Colon adenocarcinoma Deficient, MLH6 homozygous 
mutation 

[3,4] High [2] 

HCT116 Colorectal carcinoma Deficient, MLH1 hemizygous mutation [5] High [2] 

SKOV3 Ovarian serous adenocarcinoma Deficient, Mutation in MLH1 [3,6] High [7] 

ES2 Ovarian clear cell adenocarcinoma Deficient [1] High [7] 

HEC59 Uterine endometrial carcinoma Deficient, MSH2 biallelic mutations [3,8] High [2] 

AN3CA Uterine endometrial adenocarcinoma Deficient, MLH1 biallelic methylation [1,9] High [2] 
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