00
05

B

&

o
o

o
o

8
s
]
g
5
o
5-
B -
3-
5
2

Cluster 1

Enrichment plot: MEIOTIC_CELL_CYCLE

B (positively sonelated)

Zero cross at |

1 (negatively conelated)
5000 7500
Rank in Ordered Dataset

o
8

10,000

~— Enrichment profile — Hits Ranking metric scores

Ranked list metric (Signal2Noise)

Cluster 2

Enrichment plot: CONDENSED_CHROMOSOME
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Enrichment plot: HISTONE_DEACETYLASE_COMPLEX
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Enrichment plot:
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