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Supplemental Figure 2. Amino acid based maximum likelihood phylogeny of pltB. 
Nontyphoidal Salmonella enterica subsp. enterica serovars are colored green, S. 
Paratyphi A accessions are colored orange, and  S. Typhi accessions are colored 
red. Values on or next to the branches are bootstrap values based on 250 bootstrap 
replicates.


