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Supplementary Figure 1 - Alignment of the canine and human BRCA?2 promoter regions. To identify the

canine BRCA2 promoter region, the putative promoter region was aligned with the human BRCA2

promoter. Boxes indicate important cis-elements in the human BRCA2 promoter region. Arrowheads

indicate the sites where we identified variations in mammary tumor samples.



