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Figure S3. Comparison of different criteria to prioritize variants on binary traits. CAVIARBF is 
used to calculate the Bayes factors. The green dash line represents prioritizing SNPs using 
marginal posterior inclusion probabilities (PIPs). The red sold line represents prioritizing SNPs 
using ρ-level confidence set. The meaning of the x-axis and y-axis is the same as in Figure S1. 




