[En
o
w

=
o
N

=
o
o

Base Substitution Mutation Rate Per
Effective Genome Per Generation (x104)
|_\
o

100 101 102 103 104 105
Effective Population Size (x10 4)

Figure S6 Relationship between base substitution mutation rate per effective genome size per generation and
effective population size (Ng) in five multicellular eukaryotes (red), seven unicellular eukaryotes (black), and eight
prokaryotes (blue; B. cenocepacia — green) (SUNG et al. 2012). The log-linear regression is highly significant (r?=0.85,
p<0.0001, df=19).
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