Table S2. Genomic coordinates and annotation of candidate Col-regulated CRM

Curated annotation of the Col binding site

Open Mef-2 Previously characterized . . . MEME Col binding site
Col ;?];get chromatin binding Rilzor;teer CRMs Genomic coordinates (size) mutated positions
g marks site<0.5 kb http://redfly.ccr.buffalo.edu/ *polymorphism

Ama + Ama_Col Chr3R: 2.587.010-2.587.909 (899) CCTCCCATGGGAACG
_ ACTCCCTTCGGAATA

» ap. Col Chr2R: 1.623.820-1.625.439 (1619) = e03mb /1
GAACCCAAGGGACGA
ene cne_Col Chr3R: 19.037.100-19.038.139 (1039) | AATTCH"CCAGGGACC
AGACCCCCAGGGATG

eya + eya_Col Chr2L: 6.540.104-6.541.545 (1441) 11 375pb //--
GCACCCCAGGGCTTA
jing + jing_Col Chr2R: 2.482.100-2.483.002 (903) TGCCCGCTGGGAATT
Mrtf + Mrtf_Col ChraL: 2.744.715-2.745.692 (978) TCCCCCCTGGGAATT
. ATTCCCCTGGCAAAA

nerfin-1 nerfin-1_Col PMIDAS05058 Chr3L: 907324-908228 (900) ~Il 20pb /I
. ATCGCCTTGGGAATA
Oaz + Oaz_Col Chr2R: 10.339.692-10.340.791 (1099) | AATCCCAGGGGAACC
50 + + so_Col Chr2R: 3.320.280 -3.321.219 (939) AATGCCCCGGGGAGG
th + + tkv_Col PMID:19890324 Chr2L: 5.245.055-5.246.039 (984) GATCCCCAGGGAATT

- Zinzen et al., 2009

col + + c012.3-0.9 PMID:20056681 Chr2R: 10.687.378-10.688.751 (1373) | ATGTCCCCAGACATC

Dubois et al., 2010



http://redfly.ccr.buffalo.edu/

