
Figure	  S1.	  Quar%le	  plots	  of	  GERP	  scores	  for	  different	  
genomic	  regions.	  
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Figure	  S2.	  Density	  plot	  of	  SLR	  scores	  for	  different	  genomic	  
regions.	  Ver%cal	  lines	  indicated	  threshold	  for	  nega%ve,	  
neutral,	  and	  posi%ve	  selec%on.	  
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Figure	  S3.	  Quar%le	  plots	  of	  GERP	  scores	  for	  different	  types	  of	  
minimo%f	  subac%vi%es.	  
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Figure	  S4.	  Density	  plot	  of	  SLR	  scores	  for	  different	  minimo%f	  
subac%vi%es.	  Ver%cal	  lines	  indicated	  threshold	  for	  nega%ve,	  
neutral,	  and	  posi%ve	  selec%on	  determined	  from	  Fig.	  S2.	  
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