pPEGFP-Mirt, psiCheck2.2, shRNA and DMPK Cloning

Mirtron cloning 5’-caag — mirtron sequence forward-3’ and
5’-cgtc — mirtron sequence reverse-3’
VEGFA T1 5’-tcgatgcagattatgcggatcaaacctgtagacacacccacccacccaca

for (Mirt 1, 2, 7, 8) tacatacatttatgcggatcaaacctcaccaa-3’
5’-ggccttggtgaggtttgatccgcataaatgtatgtatgtgggtgggtggg
tgtgtctacaggtttgatccgcataatctgca-3’

VEGFA T2 5’-tcgagccttgccttgctgctctacctccacatgatcttttttttgt

for (Mirt 3, 4, 5, 6) cccactaatgttattggtgtcticac-3’
5’-ggccgtgaagacaccaataacattagtgggacaaaaaaaagatcat
gtggaggtagagcagcaaggcaaggc-3’

shRNA U6 Reverse 5'-ggtgtttcgtcctticcacaa — mirfron sequence reverse-3’

U6 Forward 5’-ggctgcaggtcgacggat-3’
Quantitative PCR

hGAPDH F 5’-aaggtgaaggtcggagtcaa-3’
hGAPDH R 5’-gaagatggtgatgggatttc-3’
VEGFA F 5’-cggatcaaacctcaccaaggc-3’
VEGFA R 5’-agggaggctccttcctcct-3’

Supplementary Table S1. Oligonucleotides used in this study.
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Supplementary Figure S1. Mirt-877 and Mirt-1224 Natural and Tailed Mirtron
designs. Cyan nucleotides indicate guide strand. Red nucleotides denotes branch
point.
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Supplementary Figure S2. DMPK Tailed Mirtron designs. Cyan nucleotides
indicate guide strand. Red nucleotides denotes branch point.
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Supplementary Figure S3. Firefly Luciferase Tailed Mirtron designs.Cyan
nucleotides indicate guide strand. Red nucleotides denotes branch point.
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Supplementary Figure S4. Human VegfA Tailed Mirtron designs. Cyan nucleotides
indicate guide strand. Red nucleotides denotes branch point.
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gtggatcaaacctcactaatattcaagagatattggtgaggtttgatccgtcAgttttttctctttctttcag

Supplementary Figure S5. High throughput sequencing of small RNA from cells
transfected with 500ng peGFP-TMirtVegfa7. Nucleotides in italics indicate guide
strand; capital letter denotes branch point.



