S1 Table. DNasel footprints and c-Myb footprints for the six cells types analysed.

The total number of footprints, footprints overlapping with c-Myb motifs and
predicted c-Myb footprints in all the six cell types analysed.

Reference | Digital DNase I footprints | Total number of
Total number of with c-Myb motifs inside | c-Myb footprints
Cell type | digital footprints
CD20+ 603190 [1] 26809 6972
CD34+ 902386 [1] 52767 12338
GM 12865 811374 [1] 47676 10220
K562 498683 [1] 27060 6061
NB4 1049300 [1] 59086 12270
Thi 497983 [1] 27987 6581
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