S10 Table. List of primers used in this study.

Primers for cloning

Ref.

DCAF7 L F cactgatgctagcaCAGACGCTACGGCCGCAATA
DCAF7 L R tagcatgactcgagTGAGATCTATGGGTCCGAAG
DUS3L L F ctctgatgetagcaCACTCCTCGTTCCAAAGCT

DUS3L L R cagtacttctcgagTGCAGTCCAGTTCGCAATTG
IKZF1 L F ctctgatgetagcaCACTCTGCTAAGCTACTCAA
IKZF1 L R acactagactcgagTCCCTCCATATCCAGAGACA

KB-1458E12.1 L F

ctctgatgctagcaCTGGTATCCCCACATTCTAA

KB-1458E12.1 L R

cagtacttctcgagTGGACTTTGAAACGCTGCCATG

KCHN2#1 L F ctctgatgetagcaCAAAGGTAGGGCTAGAATCCA
KCHN2#1 L R cagtacttctcgagTCATGTGCCTGTCCCTAAGG
KCNH2#2 L F ctctgatgetagcaGTCCCTTCACTTGCCCCAGT
KCNH2#2 L R acgtactactcgagTGAGACTGGGAACCCTCTCC
LMO2 L F ctctgatgetagcaCTACTTTGACCTGAGTGTGTA
LMO2 L R acactagactcgagTACAATAAGGTCATGATTGC
MYADM L F ctctgatgetagcaCTCTGCACTAAACAAACCCTA
MYADM L R acgtacacctcgagAGAGTAAAAGTAGCGTGGAG

Cl0orf55 L F

acttgatgctagcaCTGACATGCCCGCAGAATCCA

Cl0orf55 L R

agatatacactcgagTGAAGAGCTGGAGCCTCAGG

RABEPK L F ctctgatgetagcaAGCCTGTTCTTTCCCGACC
RABEPK L R cagacgatctcgagTGGACCTGGCATGGAGTAG
RUNX2 L F ctctgatgetagcaCACCTCTTCCTGTCTTGTAACA
RUNX2 L R cagtacttctcagTGAGCTAAAAGCGACGAATAAG
SENP1 L F acttgatgctagcaGACACAGTCTCCTGGACCA
SENP1 L F acactagactcgagCAGACTGAAAAGGGTACTGAG

Control#l L F

ctctgatgetagcaCTGGTATGATAGAACTGTCC

Control#1 L R

cagtacttctcagTATGAAAGAGCAAAGCAAGG

GRSF1 L F ctctgatgctagcaATAGAGCCAGCGGCGGAGTA

GRSF1 L R TCCTCCACCTCCTTCCGACTC

RUNXI1#1 L F ctctgatgctagcaTAACTGTCACCAAGGGCTGGGA
RUNXI#1 L R cagacgatctcgagATGCAAAAGAAGTTCAAAGGCTGA

Primers for DamID

IKZF1 F

CTGGTATCTCGCGGCGGCTTCC

IKZF1 R ACACTGTGCTTGTGTGTCATC

PA2G4 F CTCAGCGTTCTCGGTGGAAGT

PA2G4 R CGGAATCGCCGGGCACTCTG [1]
RUNXI1 F GATACAGCAAGGTCGTTGCTCA

RUNX1 R ACCCAGGAAACACCTTGCAGAG

MYADM F GCTGTTGTGTCTTCCTGTTTTGT

MYADM R CGCCCCCCAGAGTAAAAGT

LMO2 F CTGCATATGACTTTGGGTCA

LMO2 R GAATGAAATCCCACCGGTAG




KCHN2 F

CACAATACTGACCATCGGAC

KCHN2 R AGTTGGGAGAGGATGACATT

CBFA2T3 F CACTCCCCACCTCCCCACTA

CBFA2T3 R CTGAAAGCCACAGCCAACGTC

BHLHE40 F CCCTTTCCAACCCAGTCCTT

BHLHE40 T GGTTCTCGCCTCATTTGCAT

Control#1 F CCTGGTATGCACCAACACAG 2]
Control#1 R TTCAGGAGTCTGGGGATTTG 2]

Control#2 F

CATGACACTAGTTGTGCTGTG

Control#2 R

CTGTCCTATGTTGGCTCAGAT

GRSF1 F ATAGAGCCAGCGGCGGAGTA
GRSF1 R CAACCGGCCCTGGATTCCAC
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