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Amplified ribosomal DNA restriction analysis profile. Amplified ribosomal DNA restriction analysis profile of nine studied Bifidobacterium
strains (*) and six type/collection control strains of corresponding species and subspecies. Dendrogram is generated from restriction of 914 bp

amplicon by different enzymes (BamHI, Ncil, Sau3Al) and based on UPGMA analysis of Pearson correlation coefficients.



