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Presence of DNTR19 alleles in Ewe 1. DNTR19 alleles were present on the left front foot in Ewe 1. The size of 
the alleles is 933.18 and 1018.91 base pairs that correspond to 5 and 6 tandem repeats respectively. The additional 
peaks in the figure were not analysed due to their occurrence before the cut off size of 500 bp. The asterisk on the 
slope are different size fragments of GeneScan 1200 LIZ dye size standard. 
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