( A1 )
i M [ AT
( AT g —————1dT1 =
_ = ( Rt S
_ L i Etile

z %5
Ewe 4
255

Lamb 3

en
[<P]
=
=
o~ O N N - O o~ O N 9 N - O
0 [T [ Rl
———T4a1 &g _ K
1= — [ 1 ( Rt
H .,mM— H ”E
i ) Lig |
o & Rit!
A 0000 |4
o~ 8 N TN - O o~ o N TN - O
— R | H Rl
[ 4T 0 [ 41
— = i Rit!
_ I = _ LR
Rl Rl
AT w— A1
b |
B I
o~ O N TN - O o~ 8 N T O N- O

-qems syudfeamba swoudd gods '3o

H————{ a1 a1
I —C a1
I m— < ! | b
i BEL xd
Rig! AT
AT a1 2
A I~
1 LR

Lamb 6

Ewe 6

Lamb 5

Ewe 5

[ A1
: — |
I R |
[ — R |
A1
AT
hit: |
1A

Lanl T " I N o o T o B o B

———{ a1

- — i |

' — ' ¢ |
H JA
Rl

Lig |

IR |

b |

mreeTTTT T T T
Lol I T S o o T o R B

-qems sjudeAinbs
awoudsd qgodis "'3o

Lamb 10

Ewe 10

Lamb 9

Ewe 9

Supplementary Figure 1
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Presence of DNTR19 alleles in Ewe 1. DNTR19 alleles were present on the left front foot in Ewe 1. The size of
the alleles is 933.18 and 1018.91 base pairs that correspond to 5 and 6 tandem repeats respectively. The additional
peaks in the figure were not analysed due to their occurrence before the cut off size of 500 bp. The asterisk on the
slope are different size fragments of GeneScan 1200 LIZ dye size standard.
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