Supplementary Figure S1: Maximum Likelihood tree of fungal 185 rRNA gene se-
quences. The tree was rooted with sequences of eight species of the Choanofiagellates. Branch support
was estimated with bootstrap method. Only support values > 50 % are indicated. Sequences derived from
the KSMP-Kiel culture collection are printed in bold. Color code, contextual data: colored background
of fungal taxa, habitat occurrence of fungal taxa; colored lines beside sequence full name, geographical
origin of fungal taxa. Subcategories of the geographical origin displayed as letter to the right of the
colored stripe. *, wrong full name annotation of sequence.



o2
oS
[=1
=]
@
—

=

T

®WAVZIOMO>

g

T

A

£

g
| :

Fig. 2-22

TBRDZ(

E

w
g
o
0
o)
[«]
=
o
5
o)
=8
3
3
e
o~
3
3

<
[w)
®
[l
o
»

Habitat (boxes)

== Animal-associated
= Aquatic

Detritus
Freshwater habitat
Hot spring
Hydrothermal vent
Marine habitat
Plant/algae-associated
Seawater
Sediment

na

Geographic origin (lines)
1 Africa

Antarctica

America

Arctic

Asia

Europe

Arctic Ocean
Atlantic Ocean
Baltic Sea

Indian Ocean
North Sea
Mediterranean Sea
Pacific Ocean
Southern Ocean

! na

Geographic subcategories
Arabian Sea
Caribbean Sea

Sea of Japan

Gulf of Mexico

China Sea

North

East Pacific Rise
Mid-Atlantic Ridge
South

0.10

%
ﬁ




100

— uncultured Tremellales, GQ330612
uncultured fungus, HM486973 IN
uncultured Cystofilobasidiales, GQ330614

Figure 2: Subsection of Agaricomycotina
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Figure 3: Subsection of Pucciniomycotina
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Figure 4: Subsection of Exobasidiomycetes
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Figure 5: Subsection of Ustilaginomycetes
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Figure 6: Subsection of Furotiomycetes
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Figure 7: Subsection of Furotiomycetes
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Figure 8: Subsection of Dothideomycetes
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Figure 10: Subsection of Dothideomycetes
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Figure 11: Subsection of Leotiomycetes
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Figure 12: Subsection of Sordariomycetes
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Figure 13: Subsection
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Figure 14: Subsection of Sordariomycetes
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Figure 15: Subsection of Saccharomycetes
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Figure 16: Subsection of Saccharomycetes
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Figure 17: Subsection of Taphrinomycotina
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Figure 18: Subsection of Chytridiomycota
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Figure 19: Subsection of Chytridiomycota
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Figure 20: Subsection of Chytridiomycota
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Figure 21: Subsection of basal fungal lineages
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Figure 22: Subsection of basal fungal lineages
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Monosiga ovata, AF084230
Monosiga ovata, AF271999
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eukaryote, GU067976
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fungus, DQ244010

‘uncultured eukaryote, EF100212
uncultured eukaryote, AB191432
uncultured eukaryote, FJ157335
uncultured eukaryote, JNO90898

Chytridiomycota

Blastocladiomycota

Nuclearia
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fungus, GU067912

eukaryote,

LKM15

Blastocladiomycota

Zz2
Cryptomycota

| LKM15

Habitat (boxes)

== Animal-associated
Aquatic

Detritus
Freshwater habitat
Hot spring
Hydrothermal vent
Marine habitat
Plant/algae-associated
Seawater
Sediment

na

Geographic origin (lines)
Africa

Antarctica
America

Arctic

Asia

Europe

Arctic Ocean
Atlantic Ocean
Baltic Sea

Indian Ocean
North Sea
Mediterranean Sea
Pacific Ocean
Southern Ocean
na

Geographic subcategories
Arabian Sea
Caribbean Sea

Sea of Japan

Gulf of Mexico

China Sea

North

East Pacific Rise
Mid-Atlantic Ridge
South
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