I 140.00 kb Forward strand me—

A ! . )
10.40Mb 10, 45Mb 1
Pooled RMASEq aft4 |
l | 1 I 1 L | - I A Y
F—
Genes (Merged KCNHT (1 of 2)-001 >
EnsemblHavana) protein coding
B I 2.00 kb Forward strand me—
10.488Mb 10.490Mb 10.452Mb 10.494Mb
Pooled RN&Seq alts>
------------- -
Genes [Merged — genH7 (1 of 2)-001 =
EnsemblMavanal  rotein coding
C I 50 bp y / orward strand me—
10,489,450 10,489,450 10,489,470 10,489, 420 10,48
Pooled RN&Seq al.1®
AACCTTTTTAAAATAATAAIAR TG AAAATAATACATTTT [ G AATGTCCLCH
Sequence AACCTTTTTAAAATAATAAMDT GAAAATAATACATTTTTAT/TGAATGT CCA
Contigs ‘
Sequence TTGGAAAAMAT TTTATTATT TACTT TTAT TAT GTAAAAATAACTTACAGGT
D I 50 bp — Forward strard me—

10,491,560 10,491,570 10,491,580 10,491,530 10,
Pooled RNASEq al. =0
ATATATTTGCATATTAARLCAGTATGA CTCAGTHAHARAHEH H HHHHGGTCHCHI

Sequence ATATATTT GCATATTAACAGT AT GA CTCAGTAAAAAAAAAAAGGT CACA
Contigs

Seguence TATATAAACGTATAATT GTCATACTCGAGTCATTT TT TTTTCCAGT GT
E I 50 bp y / Forward strand me—

10,493,280 10,453,290 10,453,300 10,453,310 10,
Pooled RNASEq al 20

Sequence

Caontigs

Sequence

F : 50 bp - Forward strand ——
10,453,840 10,493,850 10,493,860 10,453,870 1a,:

Pooled RNASeq al. 22

TAAARATAATAAAGGEACAGAATGECTTCATTTACAAT TT TGELEACEARGATTAHT,
Sequence TAAAATAATAAAGGACAGAATGCTTCATT@OACAATTTTGCACCAGATTAT
CRE47956.6 =

Contigs
Sequence ATTTTATTATTT CCT GT CTTACGAAGTAAAT GTTAAAACGT GGT CTAATA



