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Four examples: Thx2a line B11, 3ost5 line F96, 3ost5 line M21, Left2 line 19

AGCGGCCGCGAATT CCCCC TTT GGCAAGAGAGCGACAGT CAGTC GGACTTACGAGTT GTTTTTACAGGCGCAATTICTTTTI TT AGAATATTATACATTC
AGCGGCCGCGAATTI CCCCC TTT GGCAAGAGAGCGACAGI CAGTC GGACTTACGAGTT GTTTTTACAGGCGCAATTICTTTTT TT AGAATATTATACATTC

ATCTGGCTTTTTGGATGCACCGATGAGAGATCCAGTTT TCACAGCGAACGCTAT GEGCTTATCACCCT TTTCACGCGCACAGGCCGGCCGACTTTCCCATGT
ATCTGGCTTTTTGGATGCACCGATGAGAGATCCAGTTT TCACAGCGAACGCTAT GGCTTATCACCCT TTTCACGCGCACAGGCCGG CCGACTTTCCCATGT

CAGCTTTCCTT GCGGCGGCTCAACCTT CGT TCT TTCCAGCGCTCACTT TACCAG TA AACCGCTGGCGGATCATGCGCTCTC CGG TGCGGCTGA AGCTGGT
CAGCTTTCCTT GCGGCGGCTCAACCTT CGT TCT TTCCAGCGCTCACTT TACCAG TA AACCGCTGGCGGATCATGCGCTCTC CGG TGCGGCTGAAGCTGGT

TTACACGCGGCGCTTG GACATCACCACCAGG CGGCT CATCTGC GCTCT T TCAAGGGTCT CGAGCCA GAGGA GGATGTT GAGGACGAT CCTAAAGT TACAT T
TTACACGCGGCGCTTG GACATCACCACCAGG CGGCT CATCTGC GCTCT T TCAAGGGTCT CGAGCCA GAGGA GGATGTT GAGGACGAT CCTAAAGT TACAT T

JAVAVATAVAVAVAVAYAY AAAA“AA WAYAYAVAVAYAVAVAYAVAYAY AAAAAA‘AAAAAAAAAAAA‘A‘AA‘AAAAA AAAAAAA‘AAAAA‘AAAAAAAAAAA‘AAA‘AAAAAAAAAA

A GAAGCTAAGG AGC TT TGGGATCAATT CCACAAAATT GGAACAGAAATGGTCATCACTAAATCAGG AAGGT AAGGT CTT TACATT ATTTAACCTATTGAA
ATAAGCTAAGG AGC TT TGGGATCAATT CCACAAAATT GGAACAGAAATGGTCATCACTAAATCAGG AAGGT AAGGTCTT TACATT ATTTAACCTA TTGAA

AOVAVY NV VAW VAV VY sV VaVA AVaVV AV AVAY . Y ANV VAV A VAV NP AC N AV OV O OV N s SO A VeV A VOV AV NV O O VoV

TGCT GCAT AGGGTGATG TTATTATATTACT CTGCGAAGAGTT GGG TCTATTTTATCGTAAAATATACTT TACATTAT AAAATATTGCTCGGTT A AAAT
TGCT GCAT AGGGTGATG TTATTATATTACT CTGCGAAGAGTTGGGTCTATTTTATCGTAAAATATACTT TACATTAT A AAATATTGCTCGGTT A AAAT

T CAGATGTAC TGGATGCT GACAT AGCATCGAAGCC TCT AAGGGCGAATT CGT T TAAAACCT GCAAGA CTAGT CCCT T T/GT GAGGEGTT AATTTC TGAG
T CAGATGTAC TGGATGCT GACATAYCTTCTAAGCC TCT ATGG CCGAATT AGT T TAATACCAGCAYGA CTAGT CCTT T A/GT GAGGESETT AATTTC RGAA

CTTTGG C GTAAATCAT GG TCATAGTGTTTTCCT GIGT TAAAACT
GI'TAGT CGITAATCYA GG RTTT ACMCMGACTTGCC GRGTTGAAAAG
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Tbx2a line B11

Warning: Reference sequence does not encompass sequencing results.
Ambiguous bases will be attributed to both alleles outside the region
covered by the reference sequence.

Alt Allele

Reference

Alt Allele

Reference

Alt Allele

Reference

Alt Allele

Reference

Alt Allele

Reference

122

202

81

272

161

352

241

432

321

Alternative allele

AGCGGCCGCGAATTCGCCCTTTGGCAAGAGAGCGACAGTCAGTCGGACTTACGAGTTGTTTTTACAGGCGCAATTCTTTTTTTAGAATATTATACATTCATCTGGCTTTTTGGATGCACC
GATGAGAGATCCAGTTTTCACAGCGAACGCTATGGCTTATCACCCTTTTCACGCGCACAGGCCGGCCGACTTTCCCATGTCAGCTTTCCTTGCGGCGGCTCAACCTTCGTTCTTTCCAGC
GCTCACTTTACCAGTAAACCGCTGGCGGATCATGCGCTCTCCGGTGCGGCTGAAGCTGGTTTACACGCGGCGCTTGGACATCACCACCAGGCGGCTCATCTGCGCTCTTTCAAGGGTCTC
GAGCCAGAGGAGGATGTTGAGGACGATCCTAAAGTTACATTATAAGCTAAGGAGCTTTGGGATCAATTCCACAAAATTGGAACAGAAATGGTCATCACTAAATCAGGAAGGTAAGGTCTT
TACATTATTTAACCTATTGAATGCTGCATAGGGTGATGTTATTATATTACTCTGCGAAGAGTTGGGTCTATTTTATCGTAAAATATACTTTACATTATAAAATATTGCTCGGTTAAAATT
CAGATGTACTGGATGCTGACATABCWTCKAAGCCTCTAWGGSCGAATTMGTTTAAWACCWGCAHGACTAGTCCYTTWAGTGAGGGGTTAATTTCDGARSTTWGKCGTWAATCHWGGDYWT

ATGAGAGATCCAGTTTTCACAGCGAACGCTATGGCTTATCACCCTTTTCACGCGCACAGGCCGGCCGACTTTCCCATGTC

CEEEEEEEEErr e et r e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
ATGAGAGATCCAGTTTTCACAGCGAACGCTATGGCTTATCACCCTTTTCACGCGCACAGGCCGGCCGACTTTCCCATGTC

AGCTTTCCTTGCGGCGGCTCAACCTTCGTTCTTTCCAGCGCTCACTTTACCA-————————- GTAAACCGCTGGCGGATC
FEEEEEEEEEEr e e e e e e et e e e e e e e e e e ey RN RRRR RN
AGCTTTCCTTGCGGCGGCTCAACCTTCGTTCTTTCCAGCGCTCACTTTACCACCGGGTCTCAGTAAACCGCTGGCGGATC

ATGCGCTCTCCGGTGCGGCTGAAGCTGGTTTACACGCGGCGCTTGGACATCACCACCAGGCGGCTCATCTGCGCTCTTTC

FEEEEEEEEEEEr et e e e e e e e e e e e e e e e e e et e et e e e e e e e e e e e e e e e e e e e e ey
ATGCGCTCTCCGGTGCGGCTGAAGCTGGTTTACACGCGGCGCTTGGACATCACCACCAGGCGGCTCATCTGCGCTCTTTC

AAGGGTCTCGAGCCAGAGGAGGATGTTGAGGACGATCCTAAAGTTACATTATAAGCTAAGGAGCTTTGGGATCAATTCCA

EEEEEEEEErr e e et e e e e e e e e e e e e e e e e e e e e e e et Pere e e e e e e e e e e e
AAGGGTCTCGAGCCAGAGGAGGATGTTGAGGACGATCCTAAAGTTACATTAGAAGCTAAGGAGCTTTGGGATCAATTCCA

CAAAATTGGAACAGAAATGGTCATCACTAAATCAGGAAGG 471

FEEEETEEEEEr e e et e e e e e e e e
CAAAATTGGAACAGAAATGGTCATCACTAAATCAGGAAGG 360

ASVCHGWYTTSCYGDGTTRAAAMK

Reference sequence

201

80

271

160

351

240

431

320
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Tbhx2a line B11

ATGAGAGATCCAGTTTTCACAGCGAACGCTATGGCTTATCACCCTTTTCACGCGCACAGGCCGGCCGACTTTCCCATGTCAGCTTTCCTTGCGGCGGCTCAACCTTCGTTCTTTCCAGCG
CTCACTTTACCACCGGGTCTCAGTAAACCGCTGGCGGATCATGCGCTCTCCGGTGCGGCTGAAGCTGGTTTACACGCGGCGCTTGGACATCACCACCAGGCGGCTCATCTGCGCTCTTTC
AAGGGTCTCGAGCCAGAGGAGGATGTTGAGGACGATCCTAAAGTTACATTAGAAGCTAAGGAGCTTTGGGATCAATTCCACAAAATTGGAACAGAAATGGTCATCACTAAATCAGGAAGG

Alignment parameters

SRR R RN R R R R R R

# Program: Biostrings (version 2.26.3), a Bioconductor package
# Rundate: Thu May 22 20:25:16 2014
B s s

#

# Aligned_sequences: 2

# 1: Alt Allele

# 2: Reference

# Matrix: NA

# Gap_penalty: 12.0

# Extend_penalty: 2.0

#

# Length: 360

# Identity: 349/360 (96.9%)
# Similarity: NA/360 (NA%)
# Gaps: 10/360 (2.8%)
# Score: 1286
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30st5 line F96

GATT GCGCAAAG G AGGCPCCA GGGCCCTCC TG AGATGCTCAACCTCCATCCAGAT GTGGAAGTCGCCAAGACTGAGAT CCATTACTT CAACCT GGAT GAA
GATT GCGCAAA GG AGGCPCCA GGGCCCTCC TG AGATGCTCAACCTCCATCCCGAT GTGGAAGTCGCCAAGACTGAGAT CCATTACTT CAACCT GGATGAA

’ ,Mmmm@dmmtl\M&Ml.Ud“tzmlullﬂmmmnammm&wlm,

ACCTTT CGG AAGGGT CT GGATT GGTAT CGAT CCCAGATGCCCAT CACCCT T CCTGGGCAGCT GACGGIG GAAAAGACTCCTGGCTACT TCACAGCT CCA
AACTTT CGG AAGGGT CT GGATT GGTAT CGAT CCCAGATGCCCAT CACCCT T CCTGGGCAGCT GACGGIG GAAAAGACTCCTGGCTACT TCACAGCT CCA

Wl hﬂ.ﬂlﬂhtﬂhﬂlﬂmmlnmllmlhnmmxhﬂhﬂxhlﬂﬂmmhnulhh

uuuudh.h\mx,mmu,xmmmm»Amm‘\mh.m\,a.w,ﬁ ‘A\d&\.‘,“&\h\‘./x\t\hMAMA:\A/AMA\AA\&

TCCCCCACCGAATT CATCCAAACAAGCCATACCAA CCACT GAAAGAACTACTGGTT TCTCTAGGACA
GTTATWCACAACCG AAGT AAGCAAAACAAGCCATG CCAGCCGCTGAGAGGGCTCTT GCATACACAAG

302
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3o0st5 line F96

Alignment
Alt Allele 4 TGCGCAAAGGAGGCTACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCCGATGTGGAAGTCGCCAAGACTGAGATCCA 83
FECEEEEEEErer e treer e e e e e e e e e e e e e e e e e e e ter e e e e e e e e T
Reference 96 TGCGCAAAGGAGGC-ACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACCGAGATCCA 174
Alt Allele 84 TTACTTCAACCTGGATGAAACCTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCACCCTTCCTGGGCAGC 163
FECEEEEEEErr e e eer terre e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
Reference 175 TTACTTCAACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCACCCTTCCTGGGCAGC 254
Alt Allele 164 TGACGGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGAAGGAGGATTTGGGCCATGAATCCAGCAAT 243
FEEE EEEEErr e e e et e e e e e e e e e e e e e ey FEEEEEETEEr e s
Reference 255 TGACAGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGA----GGATTTGGGCCATGAATCCAGCAGT 330
Alt Allele 244 GAAACTGCTTTTGATCATTCGTGACCCCACAGAGAGGCTCGTATCAAGTTATACGCAAGTTCTYCACAACCGAATTCAGC 323
RN NN RN RN R RN N N A N AR RN AR A AN R AR RA RN RN
Reference 331 GAAACTGCTTTTGATCATTCGTGACCCCGCAGAGAGGCTCGTATCAGATTATACGCAAGTTCTCCACAACCGAATTCAGC 410
Alt Allele 324 AAAACAAGCCATACCAGCCACTGAAAGAGCTGTTGCTTTCACAAG 368
CEEEEEEEEErrr e ceeee treerr e teeer e
Reference 411 AAAACAAGCCATACCAGTCACTGGAAGAGCTGCTGCTTTCACAAG 455

Alternative allele

GATTGCGCAAAGGAGGCTACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCCGATGTGGAAGTCGCCAAGACTGAGATCCATTACTTCAACCTGGATGAAACCTTTCGGAAGGGTCTG
GATTGGTATCGATCCCAGATGCCCATCACCCTTCCTGGGCAGCTGACGGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGAAGGAGGATTTGGGCCATGAATCCAGC
AATGAAACTGCTTTTGATCATTCGTGACCCCACAGAGAGGCTCGTATCAAGTTATACGCAAGTTCTYCACAACCGAATTCAGCAAAACAAGCCATACCAGCCACTGAAAGAGCTGTTGCT
TTCACAAG

Reference sequence

ACAAGACACTTTGGACTTAGTGACTTCAGCGACACCTTCTGGACCTTCTAATGCTTCGACTTTGCAACGTCTCCCAGGGGCCATCATCATCGGGGTGCGCAAAGGAGGCACCAGGGCCCT
CCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACCGAGATCCATTACTTCAACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCAC
CCTTCCTGGGCAGCTGACAGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGAGGATTTGGGCCATGAATCCAGCAGTGAAACTGCTTTTGATCATTCGTGACCCCGC
AGAGAGGCTCGTATCAGATTATACGCAAGTTCTCCACAACCGAATTCAGCAAAACAAGCCATACCAGTCACTGGAAGAGCTGCTGCTTTCACAAGGACACATCAACCCCAAATACAAGGC
CCTTCAGAGAAGTTTTTACTACCAGCACCTGGCCAGATGGTTGGAGCTTTTCCCCCGAGAGCAGATACACATTGTGGATGGAGAAGCACTGATTCGTAATCCATTCCCGGAGCTGCAGAA
AGCAGAGACTTTTTTGGAACTTCCGCCTCAGATAAAGCCGGACAACTTCTACTTTAATGTCACCAAGGGCTTTTATTGTATGCTGTCGGCAGGACATGACAAGTGCCTGGATGAGTCTAA
AGGAAGGCCACATGCTCCACTTAGCAATGAGGCTTTCCAGAAGCTTTGCCGCTACTTGCGAGTACCTAATCAAATCTTTTTCCGAATGGTGGGACAGAGGTTTG
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30st5 line F96

Alignment parameters

SHEERE AR RS R R R

# Program: Biostrings (version 2.26.3), a Bioconductor package
# Rundate: Thu May 22 19:34:02 2014

SHEEREE AR R R R R R

Aligned_sequences: 2
1: Alt Allele

2: Reference

Matrix: NA
Gap_penalty: 12.0
Extend_penalty: 2.0

Length: 365

Identity: 348/365 (95.3%)
Similarity: NA/365 (NA%)
Gaps: 5/365 (1.4%)
Score: 699.8

HoH H H H H HHHHHEHHER
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3o0st5 line M21

105

207

303

TAGGAGE/LCAGAECATCCTGGAGATECTCAACC TACAT CCAGATGTGG AAGTCGCCAAGACT GAGATCCATTACT TCAACCTGG ATGAAAACT TT CGGAA
ST/IGGAGBELCAGGEGCAL TCCTGGAGATACTCAACC TACAT CCAGATGTGG AAGTCGCCAAGACT GAGATCCATTACT TCAACCTGG ATGAAAACT TTCGGAA

it o o A

GGGICTGGATTGGTATCGATCCCAG ATGCCCATCACCCT T CCT GGGCAGCT GACGG TG GAAAAGACT CCT GGCT ACT TCACAGC TCCACCAGCCCCAAGGAG
GGGITCTGGATTGGTATCGATCCCAG ATGCCCATCACCCT T CCT GGGCAGCT GACGG TG GAAAAGACT CCT GGCT ACT TCACAGC TCCACCAGCCCCAAGGGG

e e

GATTGGATCCATGAATCCAACT GCGA TAGAGCA TTCGAGACCT CGC GAACACGCTAAT AT GATAG TATAAGATTAA GA  TTTT GCAGAT ACGCCCAG
GCTTT AGGCCAGCAGTGAAGCAGTTT ATCTTCT TTTGTTCATCCGT AGCGCGGCASGT AGMCGYG TATCAGATTAA GG TTTT GCAGGI GCGGTTAT

AA CCAACCE® CA
GT GTSATC® CC
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30st5 line M21

Alignment

Alt Allele
Reference
Alt Allele
Reference
Alt Allele
Reference
Alt Allele

Reference

103

83

183

163

263

235

343

Alternative allele

BTAGGAGGCACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACTGAGATCCATTACTTCAACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTAT
CGATCCCAGATGCCCATCACCCTTCCTGGGCAGCTGACGGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGGGGCTTGAATCCAGCAGTGAAACTGCTTTTGATCAT

AGGAGGCACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACTGAGATCCATTACTTCA
FEEEEEEEEEEr e e e et e e e e e e e e e et e e e e e e e e e e e e e e e e e e e Frr e
AGGAGGCACCAGGGCCCTCCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACCGAGATCCATTACTTCA

ACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCACCCTTCCTGGGCAGCTGACGGTG

FECEEEEETEEEr e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
ACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCACCCTTCCTGGGCAGCTGACAGTG

GAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGGGGCTT-——————- GAATCCAGCAGTGAAACTGCTTTT

FEEEETEEEEEr e e e e e e e e e e e e e e e e e e FEEEEEEEEEr e
GAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGAGGATTTGGGCCATGAATCCAGCAGTGAAACTGCTTTT

GATCATTCGTGACCCCGCAGAGAGGCTMGTATMAGWGTATA 275

FEEEETEEEErr e e e e e e e e 1t e
GATCATTCGTGACCCCGCAGAGAGGCTCGTATCAGATTATA 383

TCGTGACCCCGCAGAGAGGCTMGTATMAGWGTATAAGATTAAGRTTTTGCAGRTRCGSYTATGTSCRAYCGCCCA

Reference sequence

ACAAGACACTTTGGACTTAGTGACTTCAGCGACACCTTCTGGACCTTCTAATGCTTCGACTTTGCAACGTCTCCCAGGGGCCATCATCATCGGGGTGCGCAAAGGAGGCACCAGGGCCCT
CCTGGAGATGCTCAACCTCCATCCAGATGTGGAAGTCGCCAAGACCGAGATCCATTACTTCAACCTGGATGAAAACTTTCGGAAGGGTCTGGATTGGTATCGATCCCAGATGCCCATCAC
CCTTCCTGGGCAGCTGACAGTGGAAAAGACTCCTGGCTACTTCACAGCTCCACCAGCCCCAAGGAGGATTTGGGCCATGAATCCAGCAGTGAAACTGCTTTTGATCATTCGTGACCCCGC
AGAGAGGCTCGTATCAGATTATACGCAAGTTCTCCACAACCGAATTCAGCAAAACAAGCCATACCAGTCACTGGAAGAGCTGCTGCTTTCACAAGGACACATCAACCCCAAATACAAGGC
CCTTCAGAGAAGTTTTTACTACCAGCACCTGGCCAGATGGTTGGAGCTTTTCCCCCGAGAGCAGATACACATTGTGGATGGAGAAGCACTGATTCGTAATCCATTCCCGGAGCTGCAGAA
AGCAGAGACTTTTTTGGAACTTCCGCCTCAGATAAAGCCGGACAACTTCTACTTTAATGTCACCAAGGGCTTTTATTGTATGCTGTCGGCAGGACATGACAAGTGCCTGGATGAGTCTAA
AGGAAGGCCACATGCTCCACTTAGCAATGAGGCTTTCCAGAAGCTTTGCCGCTACTTGCGAGTACCTAATCAAATCTTTTTCCGAATGGTGGGACAGAGGTTTG

Alignment parameters

82

182

162

262

234

342
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3o0st5 line M21

SHHERE AR R R R R R

# Program: Biostrings (version 2.26.3), a Bioconductor package
# Rundate: Thu May 22 19:35:32 2014

SHEEHE AR R R R R R

Aligned_sequences: 2
1: Alt Allele

2: Reference

Matrix: NA
Gap_penalty: 12.0
Extend_penalty: 2.0

Length: 281

Identity: 265/281 (94.3%)
Similarity: NA/281 (NAY%)
Gaps: 8/281 (2.8%)
Score: 800.2

H OH H H H H HHEHHHHEHHER
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Left2 line 19

101

201

301

TG\GAGG CAGACTTCA GG A AACACC GAA GTCACGA TGGCCG AACTGAAGCTC TTC CAGACCGC GGCTCAGA GICC GTCCAAGCC GGAGCGGAGGCACCAC
TCGATAGGCATACTTCA YGA AACACC GAA GTCAGGA GGGCCG AACTGAAGCTC TTC CAGACCGC GGCTCAGA GICC GTCCAAGCC GGACGCGGAGGCA CAC

-‘Ma My “ M M.« N “\ ‘W‘“‘ m ‘W “

AGGC CGATAAA CCACGCCAGAGTICAGCATCT GGTGGC AGGAGGG GCGG GGACCTGGCT ACCGT ATAACATCAATCATCGACTCTCGACATGCCACATGAA
AGGC CGATAAA CCACGCCAGAGTICAGCATCT ACGGGGTTCTGGT TGT A GATAASGGAACAA AGCGCACATAGCACCTAAST CCAAGGTTCARGGTACCTC

WNW“L“‘Wmmu . M&Ml‘m m; b L Mmu Ab W

TATATAGGCTAT AGCACACACAGA AATCT GAT CTATGAGC ATAT GCGAAT TACATATACCTAG AAGGCATACGGGTTCATT GTTGAT ATGGGAACTGAAG
ACACCKATATACATGGT ATATCACATACAGAAATCTATTG AAAATGAAAA TAAAAAGT AAATA GTCGT AGATATGRTACAATTTCAACTT GAAACTAGT A

LA /»‘/A“MJ., i MM.“ g

CCTATTTGGTCTTTTAACAGA
AATCATGCATCATTGATCAWT
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Left2 line 19

Alignment

Alt Allele
Reference
Alt Allele
Reference
Alt Allele

Reference

83

87

163

167

236

Alternative allele

TCATAGGCAKACTTCAYGAAACACCGAAGTCAGGAGGGCCGAACTGAAGCTCTTCCAGACCGCGGCTCAGAGTCCGTCCAAGCCGGAGCGGAGGCGCCACAGGCCGATAAACCACGCCAG
AGTCAGCATCTGGGGGCATCTGGGTGGAGGTGCKGGAAAACGGCTCACATAGAACATCASTCCTAGACTCASGGTATGACACACYKRKMTACAGSRYAYAYCGMAATCWGATCTMTRTGS

CAKACTTCAYGAAA-CACCGAAGTCAGGAGGGCCGAACTGAAGCTCTTCCAGACCGCGGCTCAGAGTCCGTCCAAGCCGG

FETrrree teer reerrrreee e e teer e e e e e e e e e e e e e e e e e e e e e e e e e e
CAGACTTCAGGAAAACACCGAAGTCACGATGGCCGAACTGAAGCTCTTCCAGACCGCGGCTCAGAGTCCGTCCAAGCCGG

AGCGGAGGCGCCACAGGCCGATAAACCACGCCAGAGTCAGCATCTGGGGGCATCTGGGTGGAGGTGCKGGAAAACGGCTC

FECEEEEEE TErr e e e e e e e e e e e e e FECETEEEEEree e e
AGCGGAGGCACCACAGGCCGATAAACCACGCCAGAGTCAGCATCTA-———--~ CTGGGTGGAGGTGCTGGAAAACGGCTC

ACATAGAACATCASTCCTAGACTCASGGTATGACACAC 204

CEEEEEEEEEr Prere e terr ey
CAATAGAACATCACTCCTAGACTCACGGTATGACACAC 273

AWAWGSAAAWTACATAKAMMAWRRWSGYAKAYRKGDTMMWWKTTSAWMTKGRAACTRRWRMMTMWTKSRTCWTTKAWCADW

Reference sequence

AATGCTTATGTTTAACAGATATTACCGGAGAAATCAAGTACTCGGACACCACCCGTCAGCGTCTTGTGTTCGACATGGAGGCCAGACTTCAGGAAAACACCGAAGTCACGATGGCCGAAC
TGAAGCTCTTCCAGACCGCGGCTCAGAGTCCGTCCAAGCCGGAGCGGAGGCACCACAGGCCGATAAACCACGCCAGAGTCAGCATCTACTGGGTGGAGGTGCTGGAAAACGGCTCCAATA

GAACATCACTCCTAGACTCACGGTATGACACACCTATATAAATCTGATATATATGGAAATATATGCTAATTACATAGGCCTAGATGGCATACATGTT

Alignment parameters

SRR R R R R R R R R R

# Program: Biostrings (version 2.26.3), a Bioconductor package
# Rundate: Thu May 22 20:10:05 2014

B s S s

#

+

#

# Aligned_sequences: 2

86

162

166

235
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Left2 line 19

Gaps:
Score:

1: Alt Allele
2: Reference
Matrix:
Gap_penalty: 12.0

Extend_penalty: 2.0

NA

Length: 198
Identity:
Similarity:

512

179/198 (90.4%)
NA/198 (NAY%)
8/198 (4.0%)
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