S4 Fig. Analysis of the association between the 15-gene signature and overall survival by TNM
stage in the Moffitt cohort. Kaplan—Meier curves of overall survival for patients from the Moffitt
cohort stratified by TNM stage: A) IB, B) IIA, and C) IIB. A PC1 score was generated for each
patient by principal component analysis to reflect the combined effect of the 15 genes. High and
low PC1 groups were determined on the basis of a median split. A statistically significant
difference in the Kaplan—Meier survival curves between the low and high PC1 groups for patients

within each TNM stage was determined by the two-sided log-rank test.
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