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Supplementary Table 1: Pairs of PCR primers used for mutagenesis experiments.  The mutagenized site is underlined. 

Mutation Forward primer Reverse primer 

C795U 5’ CGTCACATGTATGGTGAGAGGAAAAGGGTG 3’ 5’ CACCCTTTTCCTCTCACCATACATGTGACG 3’ 

G1272U 5’ GTTGAGGGTGAGTCTGGAGACAGTGTCAC 3’ 5’ GTGACACTGTCTCCAGACTCACCCTCAAC 3’ 

C2116U 5’ CATTTTCTTTGCTCTATTAGTGAATGTCAAGG 3’ 5’ CCTTGACATTCACTAATAGAGCAAAGAAAATG 3’ 

G3639A 5’ CATCTACATGCAGAGTTTAGATGATTACGTTACAACC 3’ 5’ GGTTGTAACGTAATCATCTAAACTCTGCATGTAGATG 3’ 

G6420A 5’ GAAGAAATAATGGAACACTATTGGTCCAATCACTACATG 3’ 5’ CATGTAGTGATTGGACCAATAGTGTTCCATTATTTCTTC 3’ 

C8636U 5’ CTGGAACTTCAGGAACATTCTTAGTTCCACGAATAAATGC 3’ 5’ GCATTTATTCGTGGAACTAAGAATGTTCCTGAAGTTCCAG 3’ 

A9240G 5’ GTACTGCAGAGGAGGACACTGAACGG 3’ 5’ CCGTTCAGTGTCCTCCTCTGCAGTAC 3’ 


