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UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)

RefSeq Genes
Human mRNAs from GenBank

rs13419896

A549 CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

H1-hESC CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

HeLa-S3 CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

HEPG2 CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

HEPG2 CEBPB Standard forskolin ChIP-seq Signal from ENCODE/SYDH

IMR90 CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

K562 CEBPB IgG-rab ChIP-seq Signal from ENCODE/SYDH

HeLa-S3 c-Myc Standard ChIP-seq Signal from ENCODE/SYDH

HeLa-S3 cMyc TFBS ChIP-seq Overlap Signal ENCODE/OpenChrom-UTA

HepG2 cMyc TFBS ChIP-seq Overlap Signal ENCODE/OpenChrom-UTA

HUVEC cMyc TFBS ChIP-seq Overlap Signal ENCODE/OpenChrom-UTA

K562 c-Myc IgG-rab ChIP-seq Signal from ENCODE/SYDH

K562 c-Myc Standard IFNa 30min ChIP-seq Signal from ENCODE/SYDH

K562 c-Myc Standard IFNa 6hrs ChIP-seq Signal from ENCODE/SYDH

K562 c-Myc Standard IFNg 30min ChIP-seq Signal from ENCODE/SYDH

K562 c-Myc Standard IFNg 6hrs ChIP-seq Signal from ENCODE/SYDH

K562 c-Myc Standard ChIP-seq Signal from ENCODE/SYDH

K562 cMyc TFBS ChIP-seq Overlap Signal ENCODE/OpenChrom-UTA

MCF10A c-Myc Harvard EtOH .01% 36h ChIP-seq Signal from ENCODE/SYDH

MCF10A c-Myc Harvard 4-hydroxytamoxifen 14hr ChIP-seq Signal from ENCODE/SYDH

NB4 c-Myc Standard ChIP-seq Signal from ENCODE/SYDH

HeLa-S3 c-FOS Standard ChIP-seq Signal from ENCODE/SYDH

HUVEC c-FOS UC Davis ChIP-seq Signal from ENCODE/SYDH

K562 c-FOS Standard ChIP-seq Signal from ENCODE/SYDH

K562 FOS GFP-tag TFBS Signal from ENCODE/UChicago

MCF10A c-FOS Harvard EtOH .01% 36h ChIP-seq Signal from ENCODE/SYDH

MCF10A c-FOS Harvard 4-hydroxytamoxifen 36hr ChIP-seq Signal from ENCODE/SYDH

MCF10A c-FOS Harvard 4-hydroxytamoxifen 12hr ChIP-seq Signal from ENCODE/SYDH

MCF10A c-FOS Harvard 4-hydroxytamoxifen 14hr ChIP-seq Signal from ENCODE/SYDH

HeLa-S3 c-Jun IgG-rab ChIP-seq Signal from ENCODE/SYDH

HEPG2 c-Jun IgG-rab ChIP-seq Signal from ENCODE/SYDH

HUVEC c-Jun Standard ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun IgG-rab ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun Standard IFNa 30min ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun Standard IFNa 6hrs ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun Standard IFNg 30min ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun Standard IFNg 6hrs ChIP-seq Signal from ENCODE/SYDH

K562 c-Jun Standard ChIP-seq Signal from ENCODE/SYDH

K562 JunB GFP-tag TFBS Signal from ENCODE/UChicago

HeLa-S3 JunD IgG-rab ChIP-seq Signal from ENCODE/SYDH

HEPG2 JunD IgG-rab ChIP-seq Signal from ENCODE/SYDH

K562 JunD IgG-rab ChIP-seq Signal from ENCODE/SYDH

K562 JunD GFP-tag TFBS Signal from ENCODE/UChicago

SK-N-SH JunD IgG-rab ChIP-seq Signal from ENCODE/SYDH

SNP Position

A549 CBPB IgR
536 _

1 _

H1ES CBPB IgR
150 _

1 _

HeLa CBPB IgR
1688 _

1 _

HEPG CBPB IgR
1649 _

1 _

HEPG frsk CBPB Sd
2037.2 _

0 _

IMR90 CBPB IgR
692 _

1 _

K562 CBPB IgR
1158 _

1 _

HeLa cMyc Std
86.7 _

0 _

HeLa-S3 cMyc OS
23 _

0 _

HepG2 cMyc OS
43 _

0 _

HUVEC cMyc OS
32 _

0 _

K562 cMyc IgR
357 _

1 _

K562 IFa3 cMyc Sd
82.4 _

0 _

K562 IFa6 cMyc Sd
95.3 _

0 _

K562 IFg3 cMyc Sd
348 _

1 _

K562 IFg6 cMyc Sd
181.2 _

0 _

K562 cMyc Std
203.2 _

0 _

K562 cMyc OS
159 _

0 _

MCF1 EtH cMyc Hvd
130 _

1 _

MCF1 TAM 14h cMyc
154 _

1 _

NB4 cMyc Std
32 _

1 _

HeLa cFOS Std
122.3 _

0 _

HUVEC cFOS UCD
220 _

1 _

K562 cFOS Std
114.8 _

0 _

K562 FOS/GFP Sg
215.461 _

-11.8252 _

MCF1 EtH cFOS Hvd
358 _

1 _

MCF1 TAM cFOS Hvd
337 _

1 _

MCF1 TAM 12h cFOS
627 _

1 _

MCF1 TAM 14h cFOS
555 _

1 _

HeLa cJun IgR
49.7 _

0 _

HEPG cJun IgR
27.7 _

0 _

HUVEC cJun Std
61.8 _

0 _

K562 c-Jun IgR
134 _

1 _

K562 IFa3 cJun Sd
126 _

1 _

K562 IFa6 cJun Sd
68.1 _

0 _

K562 IFg3 cJun Sd
87.2 _

0 _

K562 IFg6 cJun Sd
57.7 _

0 _

K562 cJun Std
253.3 _

0 _

K562 JunB/GFP Sg
185.802 _

-10.136 _

HeLa JunD IgR
87.3 _

0 _

HEPG JunD IgR
89.3 _

0 _

K562 JunD IgR
638 _

1 _

K562 JunD/GFP Sg
521.17 _

-8.4277 _

SKSH JunD IgR
104 _

1 _


