Assessment of the 16p11.2 and Cntnap2 Autism Models

S$16 Table. 3-chamber test for the Cntnap2 knockout model.

3-Chamber

Cntnap2
Mean SE Mean SE Factor
Measure Genotype n . Genotype
Left Right LT B x Stimulus
Baseline % Time in Chambers
KO 36.5 1.2 33.1 15 13 p 0.03 ns ns
Mouse Object
% Time in Chamber
KO 46.1 2.0 35.6 1.9 13 p 0.01 0.0001 ns
% Time Sniffing
KO 15.7 14 6.0 0.6 13 p 0.002 0.0001 ns
g
g
&
é_‘.’ Entries to Chamber
= KO 22.4 2.7 19.2 1.9 13 P ns 0.04 ns
'§ Mean SE Genotype
Mouse Preference Time (%)
KO 56.4 2.2 13 P ns
Mouse Snifing (%) we | ea s | [ e 10
KO 72.3 1.6 13 P ns
. n Genotype Stimulus Gerrotype
Novel Familiar x Stimulus
% Time in Chamber
0.01 0.0001
@ |% Time Sniffing
g 0.004 0.0001
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KO 55.9 3.0 13 P ns
Novel Mouse Sniffing (%)
KO 63.6 3.0 13 P ns




