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Supplemental Table Primer Sequences.

Primer Name

Primer sequence

Amplification length
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ATTTCATTCACCATGGCTCT
TGTTACTCACAGTTTGTTGG
ATCACCTGGAAAGACTACAG
CACTGCAGACTAGTACATGG
TTGGGAAAAGACACAGGCCT
TTAGCACATCAACCCAGTCA
AGGCCTTACTACAACAAACC
GTTGTGGTTGGATTGTGGT
CTTGGTTGCTAGGCACTGTC
TTTGACTAGGTCATAGGCAC
CCTGCAGTGCTGTCTTAGAC
TAGCAGCCTGTGTTACCAAC
TACTATGTGGGCCTGCAAGC
GGTTGTCATGACAACTGGAG
GTGGCCAAGCAATCAGACTT
CCAATTTTCGCCCCATGTAG
GGTCATACATAGACAGATGG
GTTGGCCATATCCTGTTGCC
AGAAACCGAGCGAGCACTAG
TTTGCTTCTTGCTCTWGGAG
CCTACTTCAACTGGAACAGC
GCTGAAGTCTTGATTGAAGG
CCRCCTGGATACAACTACCT
GGCTGTATTCTGGTTCGGTG
GCACTAGCTCCTGAACTGGC
GAGTGACAGACGATAGTAAC
GGCACAGCACTGGYAATTAC
TGTCTAGTGTTTGGTCGAGG
GATGAACCCAGCAGACTTCC
TGTTGTGGTTTCAATTGGAG
CATGTCAACTTCTGGAACAC
CATGGTGCTTGGCTGAATGG
CCACATAGGATACTCATGGC
CCCCATGGGTATTGTATTCC
TCTGGACACAAGACTACCAC
CTTGGTAGTCTTAGTTTGCC
AAACCTACAAACAGATGGAC
YATTGTGAATAGCAGCACCT
ATGCCTGGAAGATGTATGCC
GTACTATCTGTTTGGTTGGT
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