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. . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . G . . . . . 

. . . . . T . . . . . T . . A . . A . . T . . 

. . . . . . . . . . . G . . A . . A . . . . . 

. . . . . . . . . . . G . . . . . A . . . . . 

. . . . . . . . . . . G . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . G . . . . . 

. . . . . . . . . . . . . . . . . G . . . . . 

. . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . G . . . . . A . . . . . 

. . . . . . . . . . . G . . . . . G . . . . . 

. . . . . . . . . . . G . . . . . G . . . . . 

. . . . . . . . . . . G . . . . . G . . . . . 

. . . . . . . . . . . G . . . . . G . . . . . 

. . . . . . . . . . . G . . . . . G . . . . . 

. . . . . . . . . . . . . . . . . G . . . . . 

T . . . . T . . . . . G . . . . . A . . . . . 

T . . . . G . . . . . G . . . . . A . . . . . 

G . . . . . . . . . . . . . . . . A . . . . . 

C . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . G . . G . . 

G . T . . G . . . . . . . . . . . G . . G . . 

C . G . . G . . . . . G . . . . . A . . . . . 

C . G . . G . . . . . G . . . . . A . . . . . 

T . G . . . . . . . C . . . A . . A . . . . . 

T . G . . T . . . . C . . . A . . A . . . . . 

C . G . . . . . T . C . . . . . . A . . . . . 

C . G . . . . . . . C . . . . . . A . . . . . 

C . G . . . . . . . C . . . . . . A . . . . . 

C . G . . T . . . . C . . . . . . G . . . . . 

G . G A . . . . . . C . . . . . . A . . . . . 

G . . . . . . . T . C G . . . . . A . . . . . 

G . . A . . . . . . C G . . . . . A . . A . . 

G . . A . . . . . . C G . . . . . A . . A . . 

G . G A . . . G . . C . . . . . . A . . . . . 

G . G A . . . . . . C . . . . . . A . . . . . 

G . G A . . . . . . C . . . . . . A . . . . . 

G . . A . . . . . . C . . . . . . G . . . . . 

G . G A . . . . T . C . . . . . . G . . . . . 

G . G A . . . . . . C . . . . . . G . . . . . 

G . G A . . . . . . C . . . . . . G . . . . . 

G . G A . . . . . A . . . . . . . A . . . . . 

G . . A . . . . . A . . . . . . . A . . . . . 

G . G . . . . . . . . . . . . . . A . . . . . 

G . G . . G . . . . . G . . . . . G . . . . . 

G . G . . . . . . . . A . . . . . A . . . . . 

G . T . . . . . . A . . . . . . . A . . . . . 

G . G . . . . . . . . . . . . . . A . . . . . 

G . . . . . . . . A . . . . . . . G . . . . . 

. . . . . G . . . . . . . . . . . A . . G . . 

. . T . . G . . . . . G . . A . . A . . . . . 

. . . . . G . . . . . . . . . . . A . . G . . 

. . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . A . . . . . 

. . . . . . . . . . . G . . . . . A . . . . . 

. . . . . . . . . . . G . . . . . A . . . . . 

. . . . . . . . . . . . . . . . . G . . T . . 

. . . . . . . . . . . . . . . . . G . . G . . 

C . T . . G . . . . . G . . A . . A . . . . . 

C . T . . G . . . . . G . . A . . A . . . . . 

G . G . . . . . . . . G . . . . . A . . . . . 

G . . A . T . . . A . T . . . . . G . . . . . 

G . G T . A . . T . . T . . A . . G . . A . . 

G . T A . . . . T . . . . . A . . G . . . . . 

. . . . . G C . G . . . . . C . G C . . 

. . . . . A T . G . . . . . . . C A . . 

. . . . . T C . T . . . . . T . C G . . 

. . C . . A C . T . . . . . T . G T . . 

. . C . . A C . T . . . . . T . G T . . 

. C . . . . . . . . . . . . . . . . . . . . . 

. C . . . . . . . . . . . . . . . . . . . . . 

. C . . . G . . . . . . . . . . . . . . . . . 

. C . . . G . . . . . . . . . . . . . . . . . 

. C G . . . . . . . . . . . . . . . . . T . . 

. C . . . G . . . . . . . . . . . . . . . . . 

. C G . . . . . . . . . . . . . . . . . . . . 

. . A . . G . . A . . T . . . . . . . . . . . 

. . . . . . . . . . . . . . C . C . . . . . . 

. C . . . . . . . . . . . . C . C . . . . . . 

. C . . . . . . . . . . . . C . C . . . . . . 

. . A . . . . . . . . T . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

G C G . . G . . A . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . C . . . . . . . G . . . . . . 

. . . . . . . . C . . T . . C . G . . . . . A 

. . G . . . . . . . . . . . C . G . . . . . . 

. . . . . G . . . . . . . . . . . . . . . . A 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . . . C . . . . C . G . . . . . . 

. . G . . G . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . . 

. . G . . G . . . . . T . . . . . . . . . . . 

. . G . . G . . . . . T . . . . . . . . . . . 

. . . . . G . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . . . A 

. . . . . . . . . . . . . . . . . . . . . . . 

. . . . . . . T . . . . . . . . . . . . . . . 

. . . . . . . T . . . . . . . . . . . . . . . 

. . . . . . . . C . . . . . . . . . . . G . . 

. . . . . . . . C . . . . . . . . . . . G . . 

. . . . . . . . C . . . . . . . . . . . . . . 

. . G . . . . . . . . . . . . . . . . . G . . 

. . . . . G . . C . . . . . . . . . . . G . . 

. . . . . G . . . . . . . . . . . . . . G . . 

. . . . . G . . . . . . . . . . . . . . G . . 

. . . . . G . . T . . . . . C . C . . . . . . 

. . G . . G . . . . . . . . . . C . . . . . . 

. . . . . G . . C . . . . . . . C . . . . . . 

. . . . . G . . . . . . . . . . C . . . . . . 

. . . . . G . . C . . . . . . . C . . . . . . 

. . T . . . . . . . . . . . . . C . . . . . . 

. . G . . G . . . . . . . . C . G . . . . . A 

. . . . . . . . . . . . . . . . . . . . G . . 

. . . . . G . . C . . . . . . . . . . . . . . 

. . . . . . . . . . . T . . A . . A . . . . . 

. . . . . . . . C . . . . . . . . . . . G . . 

. . . . . G . . C . . . . . . . C . . . . . . 

. . . . . G . . C . . . . . . . . . . . . . . 

. . . . . . . . . . A . . . . . C . . . G . . 

. . . . . . . . . . A . . . . . C . . . G . . 

G . . . . G . . C . A T . . C . C . . . G . . 

G . . . . G . . C . A . . . C . C . . . G . . 

G . . . . . . . C . A T . . C . C . . . G . . 

G . G . . G . . C . A T . . C . C . . . . . . 

. . . . . . . . C . . . . . . . . . . . . . . 

. . . . . G . . C . . . . . . . . A . . . . . 

. . T . . . . . . . . . . . . . . A . . . . A 

G C T . . G . . T . . T . . . . C A . . A . . 

T G . . A . . G . . A . . G . G T . . G . . 

C T . . A . . T . . A . . T . A T . . G . . 

T T . . A . . G . . A . . A . G A . . A . . 

A T . . T . . A . . G . . C . A T . . A . . 

A A . . A . . G . T G . . T . G A . . A . . 

. . . . ? . . ? . . . . . ? . . ? . . ? . . . 

. . . . ? . . ? . . . . . ? . . ? . . ? . . . 

. . . . . . A . . G . . A . . C . . A . . C . . 

. . . . . . G . . A . . C . . . . . A . . A . . 

. . . . . . ? . . ? . . ? . . ? . . ? . . ? . . 

. . . . . . ? . . ? . . ? . . ? . . ? . . ? . . 

 Methylomicrobium album BG8 
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 - - - - - - - - 
 - - - - - - - - 
 - - - - - - - - 
 - - - - - - - - 

 Methylobacter tundripaludum SV96 

- - - - - - - - - - - - -- -  
- - - - - - - - - - - - -- -  
- - - - - - - - - - - - -- -  
- - - - - - - - - - - - -- -  
- - - - - - - - - - - - -- -  

 Halomonas alimentaria FJ686149 
 Halomonas sp. PBN3 
 Halomonas shengliensis FJ686158 
 Halomonas denitrificans GQ384047 

 Halomonas fontilapidosi FJ686147 
 Halomonas cerina GQ384052 

 Halomonas nitroreducens FJ686148 
 Kangiella koreensis DSM 16069 

 Marinobacter aquaeolei VT8 
 Marinobacter hydrocarbonoclasticus ATCC 49840 
 Marinobacter sp. C1S70 

 Hahella chejuensis KCTC 2396 
 Pseudomonas stutzeri ATCC 17588 
 Pseudomonas stutzeri CCUG 29243 

 Pseudomonas fluorescens Q8r1-96 
 Pseudomonas sp. I-Bh25-14 

 Pseudomonas aeruginosa PA7 
 Pseudomonas aeruginosa PAO1 
 Pseudomonas aeruginosa LESB58 
 Achromobacter sp. DBTN3 
 Burkholderia cepacia AB092344 

 Thiobacillus denitrificans ATCC 25259 
 Dechloromonas aromatica RCB 

 Dechlorosoma suillum PS 
 Aromatoleum aromaticum EbN1 

 Azoarcus sp. KH32C 
 Rubrivivax gelatinosus IL144 

 Alicycliphilus denitrificans K601 
 Acidovorax ebreus TPSY 
 Acidovorax sp. JS42 

 Aquaspirillum sp. DSM 12823 
 Comamonas denitrificans DQ865926 

 Comamonas nitrativorans FN555565 
 Brachymonas denitrificans ABI96831 
 Brachymonas denitrificans CBG92409 

 Sideroxydans lithotrophicus ES-1 
 Pseudogulbenkiania sp. NH8B 

 Herbaspirillum sp. I-Bh15-17 
 Cupriavidus metallidurans CH34 
 Cupriavidus necator location 1..778 

 Burkholderiaceae bacterium N52 
 Cupriavidus sp. N24 
 Ralstonia eutropha JMP134 

 Cupriavidus taiwanensis LMG 19424 
 Ralstonia pickettii DTP0602 
 Cupriavidus necator N-1 

 Ralstonia eutropha H16 
Accumulibacter phosphatis clade IIA str. UW-1 

 Dechlorospirillum sp. I-Bh37-22 
 Thauera sp. MZ1T 

 Pseudomonas stutzeri DSM 10701 
 Bordetella petrii AM902716 
 Comamonadaceae bacterium I-Bh25-7 

 Magnetospirillum magneticum AMB-1 
 Rhodanobacter sp. D206a 

 Paracoccus pantotrophus location 1..1791 
 Paracoccus sp. 62 

 Paracoccus denitrificans PD1222 
 Paracoccus sp. I-Bh37-1 

 Polymorphum gilvum SL003B-26A1 
 Labrenzia sp. C1B10 
 Stappia aggregata IAM 12614 
 Ruegeria pomeroyi DSS-3 

 Dinoroseobacter shibae DFL 12 
 Roseobacter denitrificans OCh 114 
 Roseobacter litoralis Och 149 

 Rhodothermus marinus DSM 4252 
 Candidatus Methylomirabilis oxyfera FP565575 

 Candidatus Kuenenia stuttgartiensis CT573071 
 Nitratiruptor sp. SB155-2 

 Methylomonas methanica MC09 
 Methylomonas sp. 16a GQ241349 

 Nitratifractor salsuginis DSM 16511 
 Sulfurovum sp. NBC37-1 
 Sulfurimonas autotrophica DSM 16294 

 Sulfurimonas denitrificans DSM 1251 
 Sulfurimonas gotlandica GD1 

0.2 

Cluster I 

Cluster II 

Cluster III 

Alpha - proteobacteria 
Beta - proteobacteria 
Gamma - proteobacteria Epsilon - proteobacteria 

Bacteroidetes 
Planctomycetes Candidate division NC10 
Alpha - Alpha 
Beta - proteobacteria - 
Gamma - proteobacteria - Epsilon - proteobacteria - 

Bacteroidetes 
Planctomycetes Candidate division NC10 

(b) �

Figure S2, Wei et al.�



Figure S3, Wei et al.�



Cluster II 

Cluster I 

Cluster IV 

Cluster III 

 Solitalea canadensis DSM 3403 
 microcosm nirK cluster1 clone OTU-1 
 Moraxella catarrhalis 101P30B1 

 Pseudoalteromonas haloplanktis PSHAa 
 Kangiella koreensis Kkor 2024 

 Muricauda ruestringensis DSM 13258 
 Aequorivita sublithincola DSM 14238 
 Neisseria meningitidis FAM18 

 Kingella kingae PYKK081 
 Bdellovibrio bacteriovorus Bd2608 
 microcosm nirK cluster1 clone OTU-2 

 Leptospira biflexa serovar Patoc 
 Belliella baltica DSM 15883 

 Pseudoxanthomonas suwonensis 11-1 
 microcosm nirK cluster1 clone OTU-4 
 microcosm nirK cluster1 clone OTU-5 
 microcosm nirK cluster1 clone OTU-7 
 microcosm nirK cluster1 clone OTU-6 

 microcosm nirK cluster1 clone OTU-3 
 microcosm nirK cluster1 clone OTU-10 

 Ralstonia sp. UNPF2a 
 Ralstonia sp. UNPF19a 

 microcosm nirK cluster1 clone OTU-13 
 microcosm nirK cluster1 clone OTU-12 
 microcosm nirK cluster1 clone OTU-11 

 Curvibacter sp. UNPF65 
 Wautersia sp. NH26B 

 microcosm nirK cluster1 clone OTU-9 
 Burkholderia pseudomallei 668 BURPS6 

 microcosm nirK cluster1 clone OTU-8 
 Yersinia sp. NC3L-70 
 Herminiimonas sp. NC3L-11b 
 Ideonella sp. NC3L-43b 
 Acidovorax sp. NC3L-63c 
 Rhodoferax sp. NC3L-59aB 
 Rhodoferax sp. NC3L-68a 
 Rhodoferax sp. NC3L-63bB 

 microcosm nirK cluster1 clone OTU-14 
 Chromobacterium violaceum ATCC 12472 

 Thermobaculum terrenum ATCC BAA-798 
 Sphaerobacter thermophilus DSM 20745 

 Pseudomonas stutzeri CCUG 29243 
 Nitrosospira multiformis Nmul A1998 

 Polaromonas naphthalenivorans Pnap1326 
 Azospirillum lipoferum 4B 
 Azospirillum brasilense Sp245 

 Hyphomicrobium denitrificans Hden0591 
 Parvibaculum lavamentivorans DS-1 

 Ensifer sp. NC3H-6bA 
 Phenylobacterium zucineum HLK1 
 Caulobacter segnis ATCC 21756 
 Haloarcula hispanica ATCC 33960 

 Natronomonas pharaonis NP1598A 
 Haloterrigena turkmenica Htur 3087 
 Halopiger xanaduensis Halxa 3282 

 microcosm nirK cluster4 clone OTU-2 
 microcosm nirK cluster4 clone OTU-1 
 microcosm nirK cluster4 clone OTU-3 

 Nitrosomonas sp. AL212 NAL212 2392 
 Nitrosococcus oceani Noc 0089 

 microcosm nirK cluster4 clone OTU-4 
 Shewanella denitrificans Sden 3482 

 Pseudomonas fluorescens Pf-5 PFL 5501 
 Achromobacter xylosoxidans AXYL 02390 
 Starkeya novella: Snov 1147 

 Rhodopseudomonas palustris TIE-1 Rpa. 
 microcosm nirK cluster4 clone OTU-6 

 Agromonas sp. NC2H-3-107 
 Bradyrhizobium sp. BTAi1 BBta 6826 

 microcosm nirK cluster4 clone OTU-5 
 Bradyrhizobium sp. UNPF42 
 Bradyrhizobium sp. UNPA324 

 Rhodobacter sphaeroides ATCC 17025 
 Chelativorans sp. BNC1 
 Rhodopseudomonas palustris BisA53 RP 
 Mesorhizobium opportunistum Mesop 603 

 Pseudomonas entomophila PSEEN5226 
 microcosm nirK cluster4 clone OTU-7 

 Rhizobium etli CFN 42 RHE PF00525 
 Rhizobium sp. NC2L-3-2-34 
 Pseudomonas sp. G-179 

 microcosm nirK cluster4 clone OTU-11 
 microcosm nirK cluster4 clone OTU-10 

 Achromobacter sp. OF-21 
 Sinorhizobium sp. NC2L-3-23 

 microcosm nirK cluster4 clone OTU-9 
 Enterobacter sp. NC3H-6aB-1 

 microcosm nirK cluster4 clone OTU-8 
 Ochrobactrum anthropi Oant 4379 

 Brucella microti BMI II254 
 microcosm nirK cluster4 clone OTU-14 
 microcosm nirK cluster4 clone OTU-13 

 microcosm nirK cluster4 clone OTU-15 
 Sinorhizobium sp. NH30B 
 Sinorhizobium meliloti 1021 SMa1250 
 Sinorhizobium medicae Smed 6278 

 microcosm nirK cluster4 clone OTU-12 
 Sinorhizobium fredii NGR234 

 Nitrobacter winogradskyi NBRC-14297 
 Nitrobacter winogradskyi Nb-255 
 Nitrobacter hamburgensis X14 

 microcosm nirK cluster3 clone OTU-1 
 Nitrosomonas europaea ATCC 19718 

 Nitrosococcus halophilus: Nhal 1082 
 Nitrospira defluvii NIDE425 

 microcosm nirK cluster2 clone OTU-2 
 microcosm nirK cluster2 clone OTU-1 
 microcosm nirK cluster2 clone OTU-3 

 microcosm nirK cluster2 clone OTU-4 
 microcosm nirK cluster2 clone OTU-5 

 Streptomyces sp. UNPA38 
 microcosm nirK cluster2 clone OTU-10 

 Cellvibrio gilvus ATCC 13127 CP00266 
 Cellulomonas fimi ATCC 484 CP002666 

 microcosm nirK cluster2 clone OTU-6 
 microcosm nirK cluster2 clone OTU-7 
 microcosm nirK cluster2 clone OTU-9 

 microcosm nirK cluster2 clone OTU-8 
 microcosm nirK cluster2 clone OTU-11 

 Actinosynnema mirum NBRC-14064 
 Actinosynnema mirum DSM 43827 
 Actinoplanes missouriensis NBRC-13243 
 Actinoplanes missouriensis 431 
 Micromonospora aurantiaca ATCC 27029 
 Micromonospora sp. UNPA97 

 microcosm nirK cluster2 clone OTU-15 
 microcosm nirK cluster2 clone OTU-14 
 microcosm nirK cluster2 clone OTU-13 
 microcosm nirK cluster2 clone OTU-12 
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Cluster I 

Cluster III 

Cluster II 

 Pseudomonas aeruginosa LESB58: PLES 05161 
 Pseudomonas aeruginosa UCBPP-PA14: PA14 06750 
 Burkholderia cepacia AB092344 
 Achromobacter sp. DBTN3 
 Pseudomonas aeruginosa PA7: PSPA7 0620 
 Pseudomonas fluorescens Q8r1-96 

 Pseudomonas sp. I-Bh25-14 
 Pseudomonas stutzeri ATCC 17588: PSTAB 3504 
 Thiobacillus denitrificans ATCC 25259 

 Kangiella koreensis DSM 16069 
 microcosm nirS cluster1 clone OTU-1 

 Hahella chejuensis: HCH 04416 
 Halomonas sp. 4CR location 1..873 

 Marinobacter aquaeolei VT8 
 Marinobacter hydrocarbonoclasticus ATCC 49840 

 Azospira sp. NC3H-14 
 microcosm nirS cluster1 clone OTU-2 
 microcosm nirS cluster1 clone OTU-3 

 microcosm nirS cluster1 clone OTU-10 
 microcosm nirS cluster1 clone OTU-11 

 Acidovorax ebreus TPSY 
 Alicycliphilus denitrificans K601 

 Rubrivivax gelatinosus IL144 
 microcosm nirS cluster1 clone OTU-4 

 Denitratisoma oestradiolicum JCM-12830 
 Azoarcus sp. UNPF34a 
 Azoarcus sp. KH32C 

 Aromatoleum aromaticum EbN1: ebA888 
 Ideonalla sp. UNPF83 
 Ideonella sp. NC3L-43b 

 Zoogloea sp. UNPF11a 
 Zoogloea sp. UNPF86 
Zoogloea sp. NC3L-7a 
 Zoogloea sp. UNPF89 
 Zoogloea sp. UNPF36 

 Bordetella petrii: Bpet4054 
 Bordetella petrii AM902716 
 Pseudomonas stutzeri: PST 3532 
 Thauera sp. MZ1T 
 Dechlorospirillum sp. I-Bh37-22 
 Magnetospirillum sp. NC3H-69bA 
 Magnetospirillum magneticum: amb1395 

 Accumulibacter phosphatis clade IIA str. UW-1 
 microcosm nirS cluster1 clone OTU-13 
 microcosm nirS cluster1 clone OTU-12 
 microcosm nirS cluster1 clone OTU-14 
 microcosm nirS cluster1 clone OTU-15 

 microcosm nirS cluster1 clone OTU-16 
 microcosm nirS cluster1 clone OTU-17 

 Bradyrhizobium sp. UNPA333 
 Bradyrhizobium sp. UNPA215 

 Rhodanobacter sp. D206a 
 microcosm nirS cluster1 clone OTU-18 
 microcosm nirS cluster1 clone OTU-19 

 microcosm nirS cluster1 clone OTU-20 
 Ruegeria pomeroyi DSS-3 
 Silicibacter pomeroyi: SPOA0220 

 Stappia aggregata IAM 12614 
 Roseobacter denitrificans: RD1 1565 
 Roseobacter litoralis Och 149: RLO149 c031380 

 Dinoroseobacter shibae: Dshi 3180 
 Polymorphum gilvum: SL003B 0576 
 Polymorphum gilvum SL003B-26A1 

 Paracoccus sp. I-Bh37-1 
 Paracoccus denitrificans: Pden 2487 
 Paracoccus denitrificans PD1222 
 Paracoccus denitrificans location 139..1929 
 Paracoccus pantotrophus location 1..1791 

 Pseudogulbenkiania sp. NH8B AP012224 
 Vogesella sp. NS47 

 Pseudogulbenkiania sp. UNPF3a 
 Herbaspirillum sp. I-Bh15-17 

 Aquaspirillum sp. DSM 12823 
 Comamonas denitrificans location 1..1349 

 Brachymonas denitrificans location 1..1352 
 Cupriavidus metallidurans: Rmet 3172 
 Cupriavidus necator location 1..778 
 Cupriavidus taiwanensis: RALTA B2049 
 Cupriavidus sp. NC3H-55a 
 Cupriavidus sp. NC3H-55b 

 Ralstonia eutropha H16 
 Burkholderiaceae bacterium N52 
 Cupriavidus sp. N24 
 Wautersia sp. NC2H-3-95 
 Cupriavidus sp. NC3H-76b 

 microcosm nirS cluster1 clone OTU-9 
 microcosm nirS cluster1 clone OTU-8 

 Cupriavidus sp. NC3H-95a 
 Curvibacter sp. UNPF65 

 microcosm nirS cluster1 clone OTU-5 
 Dechloromonas sp. UNPF85 
 Dechloromonas sp. NC3L-11a 

 microcosm nirS cluster1 clone OTU-6 
 microcosm nirS cluster1 clone OTU-7 
 Sideroxydans lithotrophicus ES-1 

 Sulfurimonas denitrificans: Suden 1985 
 Sulfurimonas denitrificans DSM 1251 
 Sulfurimonas gotlandica GD1 

 Sulfurimonas autotrophica DSM 16294 
 Nitratifractor salsuginis: Nitsa 1560 
 Nitratifractor salsuginis DSM 16511 
 Sulfurovum sp. NBC37-1 
 Sulfurovum sp. SUN 0245 

 microcosm nirS cluster3 clone OTU-1 
 microcosm nirS cluster3 clone OTU-2 

 Methylomonas sp. 16a 
 Methylomonas methanica MC09 

 Methylobacter tundripaludum SV96 ZP 08781841 
 microcosm nirS cluster3 clone OTU-3 

 Methylomicrobium album BG8 ZP 09864025 
 microcosm nirS cluster3 clone OTU-4 

 microcosm nirS cluster3 clone OTU-5 
 microcosm nirS cluster3 clone OTU-6 
 microcosm nirS cluster3 clone OTU-7 
 microcosm nirS cluster3 clone OTU-8 
 microcosm nirS cluster3 clone OTU-9 94 
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