Supplemental Table 1. DNA markers used and their position on the IRGSP1.0 reperence genome
Marker name Chr. Position (Mb)  Marker name Chr. Position (Mb) ~ Marker name Chr. Position (Mb) ~ Marker name Chr. Position (Mb)

RM3252 1 030 a RM6783 3 932 be RM3805 6 285 a RM23766 9 3.64 a
RM3148-1 1 075 be RM1371 3 994 a RM7420 6 395 b RM23823 9 513 a
RM6324 1 238 a RM5955-1 3 1118 ¢ RM4608 6 430 a RM7481 9 659 a
RM5336 1 337 be RM5551 3 1293 a RM2615 6 596 b RM5515 9 715 be
RM8105 1 405 a RM3291 3 1360 b RM5855 6 741 b RM1328 9 921 a
RM5641 1 497 b RM6080 3 1393 be RM5585-1 6 761 b RM7387 9 10.14 be
RM8111 1 6.27 a RM1164 3 1486 be Hd1-ID006* 6 934 b RM6051 9 1283 a
RM5800 1 740 be GS3.1D001.3° 3 16.73 a RM19830 6 1057 b RM3700 9 1543 a
RM6466 1 919 a RM1334 3 1742 a RM3330 6 11.07 b RM1189 9 16.27 b
RM3627 1 10.31 be RM7431 3 1952 ¢ RM19951 6 1298 a RM6235 9 16.68 a
RM10787 1 1249 a RM7370 3 2115 be RM20048 6 16.10 b RM5102 9 18.04 be
RM5365 1 1452 a RM7134 3 2201 a RM6818 6 16.58 a RM5786-1 9 19.79 a
RM5385 1 1731 ¢ RM8208 3 2240 be RM20158 6 1970 a RM3636 9 2084 be
RM11024 1 1848 a RM6266 3 2382 a RM7193 6 2026 RM6971 9 2189 a
RM5638 1 2094 ¢ RM3513 3 2511 be RM3827-1 6 2230 < RM6816 9 2221 ¢
RM1196 1 2190 a RM6736 3 2732 be RM1340-1 6 2334 a RM6797 9 2271 be
RM6880 1 22.00 ¢ RM6358-1 3 2878 bec RM6395 6 2600 be RM7492 10 005 a
RM6716 1 2312 be RM3525 3 3039 be RM5509 6 2783 a RM7545 10 381 be
RM7124 1 2439 ¢ RM5813 3 3098 a RM3138 6 2847 b RM25151 10 762 a
RM8129 1 25.07 a RM1238 3 3208 ¢ RM3307 6 2895 a RM4455 10 1174 a
RM3440 1 2719 be RM1352-1 3 3235 a RM3343 6 2962 be RM5689 10 1355 b
RM3817 1 2890 a RM7000 3 3380 b RM5463-1 6 3099 a RM1859 10 1356 be
RM6702 1 29.77 ¢ RM3329 3 3560 a RM4584 7 050 be RM5620 10 1747 a
RM1183 1 30.98 b RM335 4 0.69 be RM1085 7 124 b RM1937 10 1800 b
RM6648 1 3234 a RM6770 4 283 ¢ RM5752-1 7 257 a RM6737 10 1878 a
RM1003 1 33.48 be RM7200 4 404 a RM1353-1 7 331 b RM1146 10 1969 be
RM7594 1 3547 a RM3658 4 561 ¢ RM7479-1 7 414 a RM1162 10 2243 be
RM6333 1 38.01 be RM6659 4 6.58 a RM6728 7 573 b RM7093 10 2283 be
RM1387 1 4021 a RM7472 4 710 ¢ RM8006 7 769 a RM6673 10 2308 a
RM5310 1 41.20 be RM16616 4 1205 a RM5436 7 908 b RM7203 1 108 a
RM8137 1 4293 a RM5633 4 13.08 a RM5499 7 999 a RM3668 1 146 be
RM6938 2 098 a RM16760 4 1710 a RM3635 7 11.09 b RM1812 1 241 a
RM1285 2 384 be RM1205 4 1964 ¢ RM3832 7 1271 a RM6544 1 386 ¢
RM5553 2 467 a RM1359-1 4  20.03 a RM3670 7 1344 b RM5704-1 11 548 a
RM4702 2 622 ¢ RM3042 4 2302 be RM5481-1 7 16.20 a RM7283 1 9.12 a
RM3828 2 765 a RM17148 4 2424 a RM3795 7 1719 be RM26567 11 1339 a
RM3390 2 766 b RM1388-1 4 2522 be RM6835 7 1769 a RM5824 11 1453 be
RM5699 2 898 a RM1354 4 2630 a RM3186 7 1863 ¢ RM26616 11 1468 a
RM1358 2 10.19 be RM3092 4 2772 ¢ RM8257 7 1866 ¢ RM5312 11 1763 a
RM5210 2 1267 a RM3916 4 2876 a RM3404-1 7 2011 a RM5349 11 1965 a
RM3443 2 1433 be RM7208 4 3014 ¢ RM3799 7 2163 be RM1219 112152 a
RM5812 2 1590 a RM3534 4 3116 a RM6326 7 2420 a RM6105 11 2411 be
RM7426 2 16.68 a RM3466 4 3405 a RM6344 7 2496 be RM2191-1 11 2513 a
RM1211-1 2 1846 ¢ RM5608 4 3536 a RM1330-1 7 2566 a RM1233-1 11 27.01 be
RM2634 2 2050 be RM7030 4 3538 be RM7601 7 2904 a RM2064 112749 a
RM3666 2 2090 ¢ RM1248 5 009 a RM1381-1 8 042 a BX000503.3° 12  0.08 bc
RM5427 2 2152 ¢ RM1024 5 123 b RM6356 8 156 b RM1208 12 108 ¢
RM6379 2 2357 a RM6517 5 291 a RM1148 8 374 a RM3747 12 231 a
RM1307 2 2583 be RM3322 5 426 b RM6838 8 585 a RM6998 12 475 be
RM1367-1 2 27.07 a RM18107 5 6.83 a RM3507 8 6.16 b RM27724 12 551 a
RM3685 2 2929 be RM4691 5 703 a RM22679 8 858 a RM6905 12 6.75 bec
RM13958 2 3120 a RM18194 5 935 a RM3481 8 9.14 b RM27792 12 710 ¢
RM5404 2 3368 be RM5140 5 13.54 a RM3395 8 1029 a RM2529 12 757 a
RM3789-1 2 34.69 bc RM1237 5 18.02 a RM6032 8 1190 be RM27900 12 957 a
RM1255 2 3526 be RM6621 5 1884 b RM22839 8 1241 a RM6973-1 12 10.08 bec
RM3850 2 3543 a RM1386 5 2006 a RM22934 8 1597 a RM7102-1 12 1321 a
RM4108 3 054 a RM3351-1 5 2076 b RM6382 8 1692 ¢ RM28112 12 1628 a
RM3894 3 112 ¢ RM4501 5 2211 a RM5767 8 1882 a RM7344 12 1795 b
RM1332 3 245 be RM3476 5 2391 a RM7049-1 8  20.82 bec RM28305 12 1996 a
RM6829 3 288 ¢ RM6972 5 2541 ¢ RM7556 8 2221 a RM5700-1 12 21.98 be
RM4352 3 432 a RM3809 5 2665 a RM3845 8 2476 be RM3331 12 2349 be
RM6038 3 483 ¢ RM3170 5 2802 be RM3155-1 8 2791 a RM5479-1 12 2441 a
RM5442 3 553 a RM3286 5 2954 a RM3840 8 2793 ¢ RM1159 12 2594 be
RM3766-1 3 6.93 be RM8121 6 038 a RM4997 8 2824 bc RM1300 12 2600 ¢
RM1338-1 3 839 a RM7399 6 105 b RM3609 9 116 a RM2197 12 2738 a

a, 130 markers were used in the F, population and in the primary survey of the IRK-BC,F, and KSI-BC,F, populations (see Fig. 1 for details).

b and ¢, Additional markers used in the IRK-BC,F, and KSI-BC,F, populations, respectively (see Fig. 1 for details).

d, Primer sequences of insertion/deletion markers: Hd1-ID006, 5° ~-GTGCGTGGCGTGCGACGT-3" (forward), 5° ~-CTCAGCGAGGACGGAGGTGGCC-3" (reverse);
BX000503.3, 5° ~GGGGCAAAGAAGAGGAATTT-3" (forward), 5° ~TTCCTCCTCTCCGATCCTCT-3" (reverse).

e, Primer sequences of the SNP marker GS3.1D001_3: 5" -TTTTTTTTTTTTTTTTTTTTGCAGGCTGGCTTACTCTGTG-3" (forward, specific to IR64 allele),
5" ~GCAGGCTGGCTTACTCCCTT-3" (forward, specific to Koshihikari allele), 5 ~ACAACTGTATATATATTTCTTGCAGGGT-3" (reverse).



Supplemental Table 2. Graphical genotypes of the 42 IRK-CSSLs (IR64 introgression in Koshihikari background)
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B, homozygous IR64 allele; H, heterozygous; —,

Chr., chromosome number; Mb, positions (Mb) of markers on the IRGSP 1.0 rice reference genome (http://rapdb.dna.affrc.go.jp/);

A, Homozygous Koshihikari allele;



Supplemental Table 3. Graphical genotypes of the 40 KSI-CSSLs (Koshihikari introgression in IR64 background)
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Chr., chromosome number; Mb, positions (Mb) of markers on the IRGSP 1.0 rice reference genome (http://rapdb.dna.affrc.go.ip/);

A, Homozygous Koshihikari allele; B, homozygous IR64 allele; H, heterozygous; —, no data.
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Supplemental Table 4. Mean values for grain length and gra
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a Y, presence, and N, absence of a QTL.

b B, Homozygous IR64 allele; H, heterozygous.
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Supplemental Table 5. Mean values for grain length and gral
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