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k__Archaea|p__Euryarchaeota|c__Methanobacteria|o__Methanobacteriales|f__Methanobacteriaceae|g__Methanobrevibacter|s__Methanobrevibacter_smithiiEuryarchaeota Methanobacteriaceae Methanobrevibacter	
  smithii 0 0 0.83 -­‐5.2 -­‐2.6 ∞ ∞ 0.05 -­‐0.7 -­‐0.2
k__Archaea|p__Euryarchaeota|c__Methanobacteria|o__Methanobacteriales|f__Methanobacteriaceae|g__Methanobrevibacter|s__Methanobrevibacter_unclassifiedEuryarchaeota Methanobacteriaceae Methanobrevibacter	
  unclassified -­‐0.1 -­‐0.3 -­‐0.1 -­‐0.1 -­‐0.7 -­‐0.2
k__Archaea|p__Euryarchaeota|c__Methanococci|o__Methanococcales|f__Methanococcaceae|g__Methanococcus|s__Methanococcus_maripaludisEuryarchaeota Methanococcaceae Methanococcus	
  maripaludis
k__Archaea|p__Euryarchaeota|c__Methanococci|o__Methanococcales|f__Methanococcaceae|g__Methanococcus|s__Methanococcus_unclassifiedEuryarchaeota Methanococcaceae Methanococcus	
  unclassified
k__Bacteria|p__Acidobacteria|c__Acidobacteria|o__Acidobacteriales|f__Acidobacteriaceae|g__Granulicella|s__Granulicella_unclassifiedAcidobacteria Acidobacteriaceae Granulicella	
  unclassified -­‐0 -­‐0 0 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐0.2 0.26 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Actinomycetaceae|g__Actinomyces|s__Actinomyces_odontolyticusActinobacteria Actinomycetaceae Actinomyces	
  odontolyticus -­‐0 0 0 0 -­‐0 -­‐0 0.02 -­‐0 -­‐0 0.01 0 0.01 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.4 0.34 0.31 0.1 -­‐0.9 -­‐∞ 0.4 -­‐0.2 -­‐∞ 1.15 0.49 0.87 -­‐0.2 -­‐0.3 -­‐0.5 -­‐0.5 -­‐0.4 -­‐0.3
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Actinomycetaceae|g__Actinomyces|s__Actinomyces_orisActinobacteria Actinomycetaceae Actinomyces	
  oris -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐0.2
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Actinomycetaceae|g__Actinomyces|s__Actinomyces_viscosusActinobacteria Actinomycetaceae Actinomyces	
  viscosus 0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 0 ∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ 0.06
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Micrococcaceae|g__Rothia|s__Rothia_mucilaginosaActinobacteria Micrococcaceae Rothia	
  mucilaginosa -­‐0 -­‐0.1 -­‐0.1 -­‐0 -­‐0 -­‐0 0 0 -­‐0.5 -­‐∞ -­‐∞ -­‐∞ -­‐1 -­‐∞ ∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Micrococcaceae|g__Rothia|s__Rothia_unclassifiedActinobacteria Micrococcaceae Rothia	
  unclassified -­‐0 -­‐0 -­‐0 0 0 0 -­‐∞ -­‐∞ -­‐∞ ∞ ∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Mycobacteriaceae|g__Mycobacterium|s__Mycobacterium_unclassifiedActinobacteria Mycobacteriaceae Mycobacterium	
  unclassified -­‐0 0.08 0.1 0.01 0 -­‐0 -­‐0 -­‐0 0.04 0.01 0 0.01 0.09 0.02 0.02 -­‐0 0.01 0.01 -­‐∞ 0.66 0.73 0.23 0.11 -­‐∞ -­‐0.4 -­‐0.8 0.42 ∞ ∞ ∞ ∞ ∞ ∞ -­‐0.1 0.02 0.03
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Actinomycetales|f__Propionibacteriaceae|g__Propionibacterium|s__Propionibacterium_freudenreichiiActinobacteria Propionibacteriaceae Propionibacterium	
  freudenreichii 0 -­‐0.1 -­‐0.1 -­‐0.1 ∞ -­‐∞ -­‐∞ -­‐1.1
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_adolescentisActinobacteria Bifidobacteriaceae Bifidobacterium	
  adolescentis -­‐5.1 15.2 19.4 -­‐0 -­‐0 -­‐0 -­‐2.6 -­‐10 -­‐7.2 11.2 2.7 0.11 -­‐6.9 -­‐1 1.38 -­‐1.8 0.6 0.68 -­‐∞ -­‐∞ -­‐∞ -­‐0.1 -­‐0.7 -­‐0.4 ∞ ∞ ∞ -­‐1.1 -­‐0.1 0.07
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_animalisActinobacteria Bifidobacteriaceae Bifidobacterium	
  animalis -­‐0.4 -­‐0.4 4.54 0.01 0.01 0.01 1.9 -­‐0 -­‐0 -­‐0 5.43 -­‐0.1 -­‐0.1 -­‐∞ -­‐∞ 1.08 ∞ ∞ ∞ ∞ -­‐0.7 -­‐∞ -­‐∞ 1.93 -­‐1.1 -­‐∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_bifidumActinobacteria Bifidobacteriaceae Bifidobacterium	
  bifidum -­‐3.1 -­‐3.3 -­‐3.3 2.83 0.25 0 0.02 1.46 -­‐6.1 -­‐4.7 -­‐1.8 -­‐1.2 -­‐2.3 -­‐∞ ∞ ∞ ∞ ∞ ∞ -­‐0.3 -­‐0.2 -­‐0.1
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_breveActinobacteria Bifidobacteriaceae Bifidobacterium	
  breve 0 0.01 -­‐0 -­‐0.1 -­‐0 ∞ ∞ -­‐0.3 -­‐0.4 -­‐0.2
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_catenulatumActinobacteria Bifidobacteriaceae Bifidobacterium	
  catenulatum -­‐0 -­‐0 -­‐0 0 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐1 -­‐0 ∞ -­‐0.5 -­‐0.4 -­‐0.5
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_dentiumActinobacteria Bifidobacteriaceae Bifidobacterium	
  dentium -­‐0.2 0.34 -­‐0.1 0 -­‐0.5 0.41 -­‐0.4 ∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_longumActinobacteria Bifidobacteriaceae Bifidobacterium	
  longum 0.65 0.18 0.34 0.59 -­‐0 -­‐0.2 1.9 -­‐0 1.14 -­‐0.1 -­‐0.2 -­‐6.8 0.2 0.07 0.12 0.39 -­‐0.1 -­‐0.4 0.45 -­‐0 0.32 -­‐0 -­‐0 -­‐0.2
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_pseudocatenulatumActinobacteria Bifidobacteriaceae Bifidobacterium	
  pseudocatenulatum -­‐0.5 -­‐0.4 0.14 7.54 4.83 2.8 -­‐1.3 -­‐0.9 0.11 0.72 0.57 0.41
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Bifidobacteriales|f__Bifidobacteriaceae|g__Bifidobacterium|s__Bifidobacterium_unclassifiedActinobacteria Bifidobacteriaceae Bifidobacterium	
  unclassified 0.25 0.03 -­‐0 1.1 0.38 -­‐∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Atopobium|s__Atopobium_parvulumActinobacteria Coriobacteriaceae Atopobium	
  parvulum 0 -­‐0 -­‐0 -­‐0 ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Atopobium|s__Atopobium_rimaeActinobacteria Coriobacteriaceae Atopobium	
  rimae 0 ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Collinsella|s__Collinsella_aerofaciensActinobacteria Coriobacteriaceae Collinsella	
  aerofaciens 0.03 5.23 0.39 -­‐2.1 -­‐3.1 -­‐5.5 -­‐1.8 -­‐3.2 -­‐2.3 -­‐5.5 -­‐3.3 -­‐2.5 -­‐0.1 0.46 -­‐1.2 -­‐1.1 -­‐0.7 -­‐0.7 0.01 0.54 0.07 -­‐0.2 -­‐0.3 -­‐1.4 -­‐0.1 -­‐0.3 -­‐0.2 -­‐0.3 -­‐0.2 -­‐0.1 -­‐0 0.05 -­‐0.2 -­‐0.2 -­‐0.1 -­‐0.1
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Collinsella|s__Collinsella_intestinalisActinobacteria Coriobacteriaceae Collinsella	
  intestinalis 1.25 -­‐0.3 -­‐0.3 0.29 0.46 0.01 0.67 -­‐0.7 -­‐0.6 ∞ ∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Collinsella|s__Collinsella_stercorisActinobacteria Coriobacteriaceae Collinsella	
  stercoris 0 0 -­‐0 -­‐0 0 0 0.07 0.07 0.23 ∞ 0.21 -­‐0.8 -­‐∞ ∞ ∞ ∞ ∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Eggerthella|s__Eggerthella_lentaActinobacteria Coriobacteriaceae Eggerthella	
  lenta -­‐0 -­‐0 -­‐0 -­‐0.3 -­‐0.3 -­‐0.3 0.03 -­‐0 0.16 -­‐0.3 -­‐0.3 -­‐0.3 0.06 -­‐0 -­‐0 -­‐0.6 -­‐0.6 -­‐0.6 -­‐1.5 -­‐0.9 -­‐0.3 -­‐1.5 -­‐∞ -­‐∞ 0.11 -­‐0.2 0.39 -­‐0.5 -­‐0.4 -­‐0.4 1.46 -­‐0.4 -­‐0.9 -­‐0.7 -­‐0.8 -­‐0.9
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Gordonibacter|s__Gordonibacter_pamelaeaeActinobacteria Coriobacteriaceae Gordonibacter	
  pamelaeae 0.03 0.03 -­‐0 -­‐0.1 -­‐0.1 -­‐0.1 0.16 0.08 0.12 0.17 0.2 0.43 0.36 -­‐0 -­‐0 -­‐0 0.01 -­‐0 0.16 0.14 -­‐0.1 -­‐1.1 -­‐∞ -­‐∞ 0.48 0.31 0.39 ∞ ∞ ∞ 1.23 -­‐0.2 -­‐0 -­‐∞ 0.35 -­‐0.2
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Olsenella|s__Olsenella_uliActinobacteria Coriobacteriaceae Olsenella	
  uli 0 0 -­‐0 -­‐0 0 ∞ ∞ -­‐∞ -­‐∞ 0.14
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Slackia|s__Slackia_exiguaActinobacteria Coriobacteriaceae Slackia	
  exigua -­‐0 -­‐0 -­‐0 0.01 -­‐∞ -­‐∞ -­‐∞ ∞
k__Bacteria|p__Actinobacteria|c__Actinobacteria|o__Coriobacteriales|f__Coriobacteriaceae|g__Slackia|s__Slackia_unclassifiedActinobacteria Coriobacteriaceae Slackia	
  unclassified 0 0.04 0.01 0.11 0.22 -­‐0 0.05 -­‐0 -­‐0 0.02 0.04 0.03 -­‐0.1 -­‐0.1 -­‐0.1 -­‐0 -­‐0 -­‐0 0.21 0.87 0.47 0.59 0.83 -­‐0.4 0.21 -­‐0.1 -­‐0.1 0.72 0.87 0.78 -­‐0.3 -­‐0.6 -­‐0.3 -­‐0.3 -­‐0.2 -­‐0.2
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_caccaeBacteroidetes Bacteroidaceae Bacteroides	
  caccae -­‐0.2 -­‐0.2 -­‐0.2 1.49 0.1 0.55 0.33 -­‐0.5 -­‐0.4 0.09 0.43 0.36 -­‐∞ -­‐1 -­‐0.9 ∞ ∞ ∞ 0.14 -­‐0.4 -­‐0.3 ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_cellulosilyticusBacteroidetes Bacteroidaceae Bacteroides	
  cellulosilyticus -­‐0.5 -­‐0.5 -­‐0.5 0.01 0.04 0.04 0.14 0.06 0.03 0.1 0.18 2.26 -­‐2.2 -­‐∞ -­‐∞ ∞ ∞ ∞ ∞ ∞ ∞ ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_coprophilusBacteroidetes Bacteroidaceae Bacteroides	
  coprophilus 0 0 ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_doreiBacteroidetes Bacteroidaceae Bacteroides	
  dorei -­‐0.1 -­‐0.2 -­‐0.2 0.2 0.26 0.17 0.27 0.16 0.25 0.04 0.07 0.1 0 0 0.05 -­‐0.4 -­‐1.2 -­‐1.1 0.8 0.9 0.75 1.79 1.56 1.76 0.57 0.79 0.93 ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_eggerthiiBacteroidetes Bacteroidaceae Bacteroides	
  eggerthii 0 0 0 -­‐0 -­‐0 0 0 ∞ 0.02 0.04 -­‐0.6 -­‐∞ 0.27 0.37
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_finegoldiiBacteroidetes Bacteroidaceae Bacteroides	
  finegoldii 0 -­‐0 -­‐0 -­‐0.4 -­‐0.3 -­‐0.3 1.16 2.21 2.18 0.64 -­‐∞ -­‐∞ -­‐1.3 -­‐0.8 -­‐0.7 ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_fragilisBacteroidetes Bacteroidaceae Bacteroides	
  fragilis 0.33 -­‐0.2 -­‐0.3 0.06 -­‐0 -­‐0.1 0.03 0.13 0.04 0.01 -­‐0 -­‐0 -­‐0 0.31 -­‐0.4 -­‐1.3 0.11 -­‐0 -­‐0.4 0.31 0.76 0.4 ∞ -­‐0.3 -­‐0.4 -­‐0.5
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_helcogenesBacteroidetes Bacteroidaceae Bacteroides	
  helcogenes
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_intestinalisBacteroidetes Bacteroidaceae Bacteroides	
  intestinalis 0.09 0.38 0.36 2.77 -­‐1.1 -­‐1.2 0.02 0.18 1.3 1.03 1.6 1.58 0.52 -­‐1.2 -­‐4.1 ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_ovatusBacteroidetes Bacteroidaceae Bacteroides	
  ovatus -­‐0.2 -­‐0.1 -­‐0.2 -­‐0.1 -­‐0.2 -­‐0.2 0.01 0.05 0.01 -­‐0.7 -­‐0.7 0.12 0.1 -­‐0 0.04 -­‐1.7 -­‐2.2 0.44 -­‐0.4 -­‐0.2 -­‐0.8 -­‐0.5 -­‐∞ -­‐∞ 0.15 0.45 0.11 -­‐1.1 -­‐1.4 0.07 0.86 -­‐0.6 0.53 -­‐0.4 -­‐0.7 0.06
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_pectinophilusBacteroidetes Bacteroidaceae Bacteroides	
  pectinophilus 0 ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_plebeiusBacteroidetes Bacteroidaceae Bacteroides	
  plebeius 0.24 2.03 1.49 -­‐0.8 -­‐0.1 -­‐0.1 0.74 0.94 0.06 -­‐0.1 0.16 0.14 ∞ ∞ ∞ -­‐0.4 -­‐0 -­‐0 ∞ ∞ ∞ -­‐0.5 0.35 0.32
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_salanitronisBacteroidetes Bacteroidaceae Bacteroides	
  salanitronis -­‐0 -­‐0 -­‐0 0 0 0 -­‐0.7 -­‐∞ -­‐∞ ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_stercorisBacteroidetes Bacteroidaceae Bacteroides	
  stercoris 0.38 0.12 0.63 -­‐0.8 -­‐1.5 -­‐5.8 0.08 0.12 0.25 -­‐3.2 -­‐2.3 0.96 ∞ ∞ ∞ -­‐0 -­‐0.1 -­‐0.5 0.12 0.17 0.3 -­‐0.2 -­‐0.1 0.04
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_thetaiotaomicronBacteroidetes Bacteroidaceae Bacteroides	
  thetaiotaomicron 0.1 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.2 -­‐0.4 -­‐0.3 -­‐0.3 -­‐0.3 -­‐0.3 -­‐0 -­‐0 -­‐0 0.4 -­‐0.1 -­‐0.3 -­‐∞ -­‐∞ -­‐∞ -­‐0.3 -­‐0.7 -­‐0.5 -­‐0.5 -­‐0.6 -­‐0.4 -­‐1.3 -­‐0.5 -­‐0.2
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_unclassifiedBacteroidetes Bacteroidaceae Bacteroides	
  unclassified -­‐0.4 -­‐4.7 -­‐4 -­‐3.5 -­‐7.7 -­‐7.7 6.52 14.7 7.88 0.99 0.61 -­‐12 -­‐3.2 -­‐2.6 -­‐1.7 0.53 -­‐2.6 -­‐1.5 -­‐0 -­‐2.1 -­‐0.8 -­‐0.3 -­‐∞ -­‐∞ 0.2 0.37 0.23 0.02 0.01 -­‐0.3 -­‐∞ -­‐0.8 -­‐0.3 0.08 -­‐∞ -­‐0.4
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_uniformisBacteroidetes Bacteroidaceae Bacteroides	
  uniformis 0.04 -­‐0.1 -­‐0.2 -­‐0.2 0.17 0.57 0.02 0.22 0.31 0.35 0.17 0.01 0.16 0.07 0.43 0.53 ∞ -­‐0.5 -­‐∞ -­‐1.5 1.47 1.98 0.7 0.15 0.2 0.22 1.2 0.35 1.19 0.58 1.26 1.35
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_vulgatusBacteroidetes Bacteroidaceae Bacteroides	
  vulgatus -­‐0.4 -­‐1.6 -­‐1.6 -­‐4.1 0.46 -­‐0.3 1.71 2.16 0.75 -­‐0.5 -­‐1.4 -­‐2.3 0.96 0.8 1.53 -­‐3.7 0.66 1.16 -­‐0.1 -­‐1.6 -­‐1.4 -­‐0.4 0.03 -­‐0 0.47 0.54 0.27 -­‐0.1 -­‐0.2 -­‐0.4 0.4 0.36 0.54 -­‐0.2 0.03 0.05
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Bacteroidaceae|g__Bacteroides|s__Bacteroides_xylanisolvensBacteroidetes Bacteroidaceae Bacteroides	
  xylanisolvens -­‐0.9 -­‐1.3 -­‐1.3 0.09 -­‐0 0.32 0.41 0.89 1.06 0.64 0.28 -­‐0.1 -­‐0 -­‐0.1 -­‐0 -­‐0 0.02 0.39 -­‐0.5 -­‐1.3 -­‐1.4 0.76 -­‐0.2 1.27 0.31 0.51 0.57 0.35 0.19 -­‐0.1 -­‐0.1 -­‐0.2 -­‐0.1 -­‐0 0.03 0.39
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Odoribacter|s__Odoribacter_splanchnicusBacteroidetes Porphyromonadaceae Odoribacter	
  splanchnicus 0.03 0.05 0.07 -­‐0.3 -­‐0.4 -­‐0.4 0.31 0.63 0.35 0.49 0.07 -­‐0.1 1.35 -­‐0.1 0.05 -­‐1.1 -­‐0.9 -­‐0.5 ∞ ∞ ∞ -­‐0.7 -­‐∞ -­‐1.9 0.33 0.52 0.36 0.35 0.07 -­‐0.2 0.48 -­‐0.1 0.03 -­‐2.2 -­‐0.8 -­‐0.2
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Parabacteroides|s__Parabacteroides_distasonisBacteroidetes Porphyromonadaceae Parabacteroides	
  distasonis 0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.1 -­‐0.1 0.11 0.01 0 ∞ -­‐1.8 -­‐∞ -­‐2 -­‐0 -­‐0.7 -­‐0.6 0.75 0.15 0.05
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Parabacteroides|s__Parabacteroides_johnsoniiBacteroidetes Porphyromonadaceae Parabacteroides	
  johnsonii 0 0 0 ∞ ∞ ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Parabacteroides|s__Parabacteroides_merdaeBacteroidetes Porphyromonadaceae Parabacteroides	
  merdae 0 0 0 0.04 0.12 0.26 0.09 0.72 1.34 0.65 0.03 -­‐0.2 0.5 -­‐0.2 0.74 0.75 ∞ ∞ ∞ ∞ 0.25 0.43 0.2 ∞ ∞ ∞ 0.03 -­‐0.3 0.33 -­‐0.1 0.38 0.38
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Parabacteroides|s__Parabacteroides_unclassifiedBacteroidetes Porphyromonadaceae Parabacteroides	
  unclassified 0 0 -­‐0 0.03 -­‐0 0.08 0.23 0.01 0.06 -­‐0.1 0.35 0.27 ∞ ∞ -­‐0.1 0.09 -­‐0.1 ∞ ∞ ∞ ∞ -­‐0.7 0.5 0.43
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Porphyromonas|s__Porphyromonas_asaccharolyticaBacteroidetes Porphyromonadaceae Porphyromonas	
  asaccharolytica 0.03 -­‐0 -­‐0 1.13 -­‐0 -­‐0 0.56 -­‐0.6 -­‐∞ 1.61 -­‐∞ -­‐∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Porphyromonadaceae|g__Porphyromonas|s__Porphyromonas_uenonisBacteroidetes Porphyromonadaceae Porphyromonas	
  uenonis 0.04 -­‐0 -­‐0 0.31 -­‐∞ -­‐∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Prevotellaceae|g__Prevotella|s__Prevotella_buccaeBacteroidetes Prevotellaceae Prevotella	
  buccae
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Prevotellaceae|g__Prevotella|s__Prevotella_buccalisBacteroidetes Prevotellaceae Prevotella	
  buccalis 0 ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Prevotellaceae|g__Prevotella|s__Prevotella_copriBacteroidetes Prevotellaceae Prevotella	
  copri 0.2 2.89 0.21 20.9 22.3 75.6 -­‐12 24.8 20.1 ∞ ∞ ∞ 1.55 1.58 2.1 -­‐0.7 0.42 0.37
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Prevotellaceae|g__Prevotella|s__Prevotella_disiensBacteroidetes Prevotellaceae Prevotella	
  disiens
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Prevotellaceae|g__Prevotella|s__Prevotella_orisBacteroidetes Prevotellaceae Prevotella	
  oris 0.02 ∞
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Rikenellaceae|g__Alistipes|s__Alistipes_putredinisBacteroidetes Rikenellaceae Alistipes	
  putredinis 0.01 0.01 0.11 2.01 3.61 3.56 -­‐0.5 -­‐0.9 -­‐1.5 -­‐0.2 -­‐7.8 -­‐8.3 0.14 2.47 6.47 ∞ ∞ ∞ 0.53 0.72 0.71 -­‐0.1 -­‐0.1 -­‐0.2 -­‐0 -­‐0.4 -­‐0.4 0.39 1.43 1.84
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Rikenellaceae|g__Alistipes|s__Alistipes_shahiiBacteroidetes Rikenellaceae Alistipes	
  shahii 0.01 0.04 0.05 -­‐0.3 -­‐0.6 -­‐0.6 0.55 1.52 0.95 0.21 0.24 0.32 9.12 -­‐0.3 -­‐0.4 -­‐0 0.29 0.47 ∞ ∞ ∞ -­‐0.4 -­‐∞ -­‐1.8 ∞ ∞ ∞ 0.23 0.26 0.32 0.94 -­‐0.1 -­‐0.2 -­‐0.2 0.78 0.96
k__Bacteria|p__Bacteroidetes|c__Bacteroidia|o__Bacteroidales|f__Rikenellaceae|g__Alistipes|s__Alistipes_unclassifiedBacteroidetes Rikenellaceae Alistipes	
  unclassified 0 0 0.01 -­‐0.3 -­‐0.3 -­‐0.3 ∞ ∞ ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Bacteroidetes|c__Flavobacteria|o__Flavobacteriales|f__Flavobacteriaceae|g__Cellulophaga|s__Cellulophaga_unclassifiedBacteroidetes Flavobacteriaceae Cellulophaga	
  unclassified
k__Bacteria|p__Bacteroidetes|c__Flavobacteria|o__Flavobacteriales|f__Flavobacteriaceae|g__Flavobacterium|s__Flavobacterium_unclassifiedBacteroidetes Flavobacteriaceae Flavobacterium	
  unclassified 0 -­‐0 -­‐0 -­‐0 ∞ -­‐0.1 -­‐0.2 -­‐0.4
k__Bacteria|p__Firmicutes|c__Bacilli|o__Bacillales|f__Bacillales_uncl|g__Gemella|s__Gemella_haemolysansFirmicutes Bacillales	
  uncl Gemella	
  haemolysans 0 ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Bacillales|f__Bacillales_uncl|g__Gemella|s__Gemella_moribillumFirmicutes Bacillales	
  uncl Gemella	
  moribillum -­‐0 -­‐0 -­‐0 -­‐0.1 -­‐0.1 0.38 -­‐1.2 -­‐1.4 -­‐1.7 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞ -­‐0.6 -­‐0.3 0.46 -­‐0.5 -­‐0.7 -­‐2.2 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Bacillales|f__Bacillales_uncl|g__Gemella|s__Gemella_unclassifiedFirmicutes Bacillales	
  uncl Gemella	
  unclassified -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 0 -­‐0.9 -­‐0.1 -­‐∞ -­‐0.5 -­‐0.7 -­‐∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Aerococcaceae|g__Abiotrophia|s__Abiotrophia_defectivaFirmicutes Aerococcaceae Abiotrophia	
  defectiva 0 ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Carnobacteriaceae|g__Granulicatella|s__Granulicatella_adiacensFirmicutes Carnobacteriaceae Granulicatella	
  adiacens 0 -­‐0 0 0 0.02 -­‐0 -­‐0.1 -­‐0.1 -­‐0.1 0 0 -­‐0 -­‐0 0.01 0.45 -­‐∞ 0.7 0.4 0.9 -­‐∞ -­‐1.4 -­‐0.7 -­‐0.9 ∞ ∞ -­‐∞ -­‐∞ 0.6
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Carnobacteriaceae|g__Granulicatella|s__Granulicatella_unclassifiedFirmicutes Carnobacteriaceae Granulicatella	
  unclassified -­‐0 -­‐0 -­‐0 0.02 0.06 -­‐0 -­‐0 -­‐0 -­‐0 0 -­‐0 -­‐0 0 0 -­‐0 0.03 -­‐0.5 -­‐∞ -­‐0.6 0.42 0.89 -­‐∞ -­‐0.5 -­‐0.8 -­‐1.3 0.26 -­‐∞ -­‐∞ ∞ 0.1 -­‐∞ 1.21
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Enterococcaceae|g__Enterococcus|s__Enterococcus_faecalisFirmicutes Enterococcaceae Enterococcus	
  faecalis 0 0 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Enterococcaceae|g__Enterococcus|s__Enterococcus_faeciumFirmicutes Enterococcaceae Enterococcus	
  faecium
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Enterococcaceae|g__Enterococcus|s__Enterococcus_unclassifiedFirmicutes Enterococcaceae Enterococcus	
  unclassified -­‐0 -­‐0 -­‐0 0 -­‐0 -­‐0 0.01 0 -­‐0 -­‐0 -­‐0 -­‐0 0 0 -­‐0 -­‐0 -­‐0 -­‐0.6 -­‐0.3 -­‐1.1 0.03 -­‐0.1 -­‐∞ 0.24 0.01 -­‐0.3 -­‐0.6 -­‐0.1 -­‐0.2 ∞ ∞ -­‐1.2 -­‐0 -­‐0.1
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_acidophilusFirmicutes Lactobacillaceae Lactobacillus	
  acidophilus -­‐0 -­‐0 0.35 0.04 1.03 -­‐∞ -­‐∞ 1.53 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_brevisFirmicutes Lactobacillaceae Lactobacillus	
  brevis 0.01 0.02 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_caseiFirmicutes Lactobacillaceae Lactobacillus	
  casei 0.06 0.01 0 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_delbrueckiiFirmicutes Lactobacillaceae Lactobacillus	
  delbrueckii -­‐0 -­‐0 -­‐0 0.66 1.3 -­‐∞ -­‐∞ -­‐∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_fermentumFirmicutes Lactobacillaceae Lactobacillus	
  fermentum 0 ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_gasseriFirmicutes Lactobacillaceae Lactobacillus	
  gasseri 2.81 3.65 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_inersFirmicutes Lactobacillaceae Lactobacillus	
  iners 0.01 ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_paracaseiFirmicutes Lactobacillaceae Lactobacillus	
  paracasei 0.18 0 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_plantarumFirmicutes Lactobacillaceae Lactobacillus	
  plantarum 0.06 0.07 0 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_rhamnosusFirmicutes Lactobacillaceae Lactobacillus	
  rhamnosus -­‐0 -­‐0 0 0.02 0.05 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ 0.1 ∞ ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_ruminisFirmicutes Lactobacillaceae Lactobacillus	
  ruminis 2.78 4.2 3.51 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_sakeiFirmicutes Lactobacillaceae Lactobacillus	
  sakei 0 -­‐0.1 -­‐0.1 -­‐0.1 ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Pediococcus|s__Pediococcus_acidilacticiFirmicutes Lactobacillaceae Pediococcus	
  acidilactici
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Lactobacillaceae|g__Pediococcus|s__Pediococcus_pentosaceusFirmicutes Lactobacillaceae Pediococcus	
  pentosaceus
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Leuconostocaceae|g__Leuconostoc|s__Leuconostoc_gasicomitatumFirmicutes Leuconostocaceae Leuconostoc	
  gasicomitatum 0 -­‐0 -­‐0 -­‐0 ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Leuconostocaceae|g__Leuconostoc|s__Leuconostoc_kimchiiFirmicutes Leuconostocaceae Leuconostoc	
  kimchii -­‐0.1 -­‐0.1 -­‐0.1 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Leuconostocaceae|g__Leuconostoc|s__Leuconostoc_mesenteroidesFirmicutes Leuconostocaceae Leuconostoc	
  mesenteroides -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Leuconostocaceae|g__Leuconostoc|s__Leuconostoc_unclassifiedFirmicutes Leuconostocaceae Leuconostoc	
  unclassified -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Lactococcus|s__Lactococcus_lactisFirmicutes Streptococcaceae Lactococcus	
  lactis 0.02 0.32 -­‐1.1 0.22 -­‐1.1 0.08 -­‐0 0.02 -­‐0.1 -­‐0.1 -­‐0.1 ∞ ∞ -­‐∞ 0.08 -­‐∞ 1.47 -­‐0.1 0.81 -­‐∞ -­‐0.4 -­‐0.3
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_agalactiaeFirmicutes Streptococcaceae Streptococcus	
  agalactiae
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_anginosusFirmicutes Streptococcaceae Streptococcus	
  anginosus 0 -­‐0.1 -­‐0 -­‐0.2 0.13 0.04 0.01 -­‐0 -­‐0 -­‐0 ∞ -­‐0.9 -­‐0.2 -­‐∞ ∞ ∞ ∞ -­‐∞ -­‐∞ -­‐0.7
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_australisFirmicutes Streptococcaceae Streptococcus	
  australis 0.09 0.05 0.03 -­‐0.2 -­‐0 -­‐0.3 -­‐0.1 -­‐0.1 -­‐0.1 0.01 0 0 0 0 -­‐0 -­‐0.1 -­‐0 1.02 0.8 0.61 -­‐0.5 -­‐0 -­‐2 -­‐0.4 -­‐0.6 -­‐1.5 ∞ ∞ ∞ ∞ ∞ -­‐0.4 -­‐1.4 -­‐0.4
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_cristatusFirmicutes Streptococcaceae Streptococcus	
  cristatus
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_equinusFirmicutes Streptococcaceae Streptococcus	
  equinus 0.01 0.06 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_gordoniiFirmicutes Streptococcaceae Streptococcus	
  gordonii
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_infantariusFirmicutes Streptococcaceae Streptococcus	
  infantarius 0.28 1.86 0.01 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_infantisFirmicutes Streptococcaceae Streptococcus	
  infantis 0.01 0 -­‐0.1 0.04 -­‐0.1 -­‐0 -­‐0 -­‐0 0 -­‐0 -­‐0 -­‐0 ∞ ∞ -­‐∞ 0.22 -­‐∞ -­‐∞ -­‐∞ -­‐∞ ∞ -­‐∞ -­‐∞ -­‐0.2
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_mitisFirmicutes Streptococcaceae Streptococcus	
  mitis -­‐0 -­‐0 -­‐0 -­‐0 0.16 -­‐0 0.01 -­‐0 -­‐0 -­‐0 0.01 -­‐0 0 -­‐0 -­‐0 0.01 -­‐∞ -­‐∞ -­‐0.5 -­‐0.2 0.72 -­‐0.5 0.62 -­‐∞ -­‐∞ -­‐∞ 0.43 -­‐∞ ∞ -­‐∞ -­‐0.4 0.12
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_mutansFirmicutes Streptococcaceae Streptococcus	
  mutans 0 0 ∞ ∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_oralisFirmicutes Streptococcaceae Streptococcus	
  oralis -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_parasanguinisFirmicutes Streptococcaceae Streptococcus	
  parasanguinis 0.07 0.03 0.01 -­‐0.7 -­‐0.6 -­‐0.7 -­‐0.1 -­‐0.1 -­‐0.1 0.03 -­‐0 0.11 0.08 0.02 -­‐0 -­‐0 0.35 1.48 1.16 0.79 -­‐1.4 -­‐1.1 -­‐2.6 -­‐0.5 -­‐0.8 -­‐2.5 0.14 -­‐0 0.39 ∞ ∞ -­‐0.2 -­‐0.1 0.72
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_pneumoniaeFirmicutes Streptococcaceae Streptococcus	
  pneumoniae
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_salivariusFirmicutes Streptococcaceae Streptococcus	
  salivarius 0.18 0.06 0.12 -­‐1 -­‐1 -­‐1 -­‐0.1 -­‐0.1 -­‐0.1 -­‐0 0.08 0.09 0 0.05 0.02 -­‐0.5 0.37 0.87 0.8 0.42 0.64 -­‐∞ -­‐3.1 -­‐1.8 -­‐0.8 -­‐0.4 -­‐1.4 -­‐0.2 0.3 0.35 ∞ ∞ ∞ -­‐0.7 0.19 0.36
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_sanguinisFirmicutes Streptococcaceae Streptococcus	
  sanguinis 0.02 0.01 -­‐0.1 -­‐0.1 -­‐0.1 0 0 0 -­‐0 -­‐0 0.02 ∞ ∞ -­‐∞ -­‐1.7 -­‐∞ ∞ ∞ ∞ -­‐∞ -­‐∞ 0.55
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_thermophilusFirmicutes Streptococcaceae Streptococcus	
  thermophilus -­‐0.7 -­‐0.1 1.43 19.1 24.4 -­‐0.6 0 0 9.1 -­‐0 -­‐0 0.59 0.59 1.23 0.6 -­‐1.6 -­‐0 0.47 1.5 1.6 -­‐1.4 ∞ ∞ ∞ -­‐∞ -­‐1.6 1.13 0.44 0.67 0.45
k__Bacteria|p__Firmicutes|c__Bacilli|o__Lactobacillales|f__Streptococcaceae|g__Streptococcus|s__Streptococcus_vestibularisFirmicutes Streptococcaceae Streptococcus	
  vestibularis 0.03 0.02 0.02 -­‐0 -­‐0 -­‐0 0 0.02 0 0.01 -­‐0 0 0.06 ∞ ∞ ∞ -­‐∞ -­‐∞ -­‐∞ ∞ ∞ ∞ ∞ -­‐∞ 0.09 0.76
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Alkaliphilus|s__Alkaliphilus_unclassifiedFirmicutes Clostridiaceae Alkaliphilus	
  unclassified 0.01 0.01 0 0 0.01 0 0.01 -­‐0 0.02 -­‐0 -­‐0 -­‐0 ∞ ∞ ∞ ∞ ∞ ∞ 0.33 -­‐0.2 0.71 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_asparagiformeFirmicutes Clostridiaceae Clostridium	
  asparagiforme -­‐0 -­‐0 -­‐0 0.01 0.01 -­‐0 -­‐0 -­‐0 -­‐0 0.02 -­‐0 0 -­‐∞ -­‐∞ -­‐∞ 0.73 0.65 -­‐0.6 -­‐0.4 -­‐0.5 -­‐0.7 1.15 -­‐1 0.18
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_bartlettiiFirmicutes Clostridiaceae Clostridium	
  bartlettii 0.01 0.03 -­‐0 0.01 -­‐0 0.03 0.1 0.03 -­‐0 -­‐0 0.02 0.01 0.12 -­‐0.1 ∞ ∞ -­‐1.2 0.47 -­‐∞ ∞ ∞ ∞ -­‐0.2 -­‐0.8 0.41 0.02 0.29 -­‐0.5
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_bolteaeFirmicutes Clostridiaceae Clostridium	
  bolteae 0.03 0 -­‐0 0.01 -­‐0 0 0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 1.07 0.38 -­‐0 0.48 -­‐0.2 0.4 0.37 -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_botulinumFirmicutes Clostridiaceae Clostridium	
  botulinum 0.01 -­‐0 -­‐0 -­‐0 ∞ -­‐0.2 -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_cfFirmicutes Clostridiaceae Clostridium	
  cf -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 0.01 -­‐0 0.01 0.02 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.1 -­‐0.1 -­‐0.2 -­‐0.1 -­‐0.1 -­‐0.3 -­‐∞ -­‐∞ -­‐∞ 0.19 -­‐0.1 0.35 0.5 -­‐0.6 -­‐0.2 -­‐0.2 -­‐0.4 -­‐0.3 -­‐0.2 -­‐0.5 -­‐0.9
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_hathewayiFirmicutes Clostridiaceae Clostridium	
  hathewayi -­‐0 -­‐0 -­‐0 0.01 0 0 0 0.01 0.01 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞ 0.62 0.09 0.09 ∞ ∞ ∞ -­‐0.6 -­‐∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_hylemonaeFirmicutes Clostridiaceae Clostridium	
  hylemonae 0 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_leptumFirmicutes Clostridiaceae Clostridium	
  leptum -­‐0 0.05 -­‐0 0.14 0.03 0.05 0.07 -­‐0 0.14 -­‐0.5 0.37 -­‐0.3 ∞ ∞ ∞ 0.15 -­‐0.1 0.27
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_methylpentosumFirmicutes Clostridiaceae Clostridium	
  methylpentosum 0 0 0.01 -­‐0 -­‐0 -­‐0 ∞ ∞ ∞ -­‐0 -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_nexileFirmicutes Clostridiaceae Clostridium	
  nexile 0 0.64 2.2 0.25 -­‐0 0 -­‐0 -­‐0 -­‐0 -­‐0 0 0 0 -­‐0 0 0 ∞ 1.43 1.96 1.05 -­‐0.1 0.11 -­‐0.4 -­‐0.2 -­‐0.2 -­‐0.1 0.25 0.1 0.29 -­‐∞ 0.26 0.03
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_saccharolyticumFirmicutes Clostridiaceae Clostridium	
  saccharolyticum -­‐0 -­‐0 -­‐0 0 0 0 0 0 -­‐∞ -­‐∞ -­‐∞ ∞ ∞ ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_scindensFirmicutes Clostridiaceae Clostridium	
  scindens 0 -­‐0 -­‐0 -­‐0 0 0.01 0.01 -­‐0 -­‐0 -­‐0 0.04 #### 0 #### -­‐0 -­‐0 ∞ -­‐1.4 -­‐∞ -­‐∞ 0.26 0.43 0.34 -­‐0.2 -­‐0.2 -­‐0.2 1.29 0.01 0.15 -­‐0 -­‐0.2 -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Clostridium|s__Clostridium_symbiosumFirmicutes Clostridiaceae Clostridium	
  symbiosum -­‐0 0.02 -­‐0 -­‐0 -­‐0 0 0 0 -­‐0 -­‐0 -­‐0 -­‐1.2 0.3 -­‐∞ -­‐∞ -­‐∞ 0.2 ∞ ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiaceae|g__Pseudoflavonifractor|s__Pseudoflavonifractor_capillosusFirmicutes Clostridiaceae Pseudoflavonifractor	
  capillosus 0.02 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 0.04 0.01 0.01 -­‐0 0.01 0.01 -­‐0 -­‐0 0.01 -­‐0.1 -­‐0.1 -­‐0.1 0.62 -­‐0.3 -­‐0.1 -­‐0.3 -­‐∞ -­‐0.4 0.47 0.22 0.13 -­‐0 0.19 0.12 -­‐0.3 -­‐0.2 0.14 -­‐0.6 -­‐0.5 -­‐0.7
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Anaerococcus|s__Anaerococcus_prevotiiFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisAnaerococcus	
  prevotii
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Anaerococcus|s__Anaerococcus_unclassifiedFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisAnaerococcus	
  unclassified 0 0 -­‐0 -­‐0 -­‐0 -­‐0.1 0.05 6.41 0.06 -­‐0.1 -­‐0.1 -­‐0.1 -­‐0 -­‐0 -­‐0 ∞ ∞ -­‐∞ -­‐∞ -­‐∞ -­‐0.3 0.12 1.66 ∞ -­‐0.5 -­‐1.1 -­‐2 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Anaerococcus|s__Anaerococcus_vaginalisFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisAnaerococcus	
  vaginalis -­‐0 0.02 3.43 -­‐0.1 -­‐0.1 -­‐0.1 -­‐0.4 0.13 1.83 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Finegoldia|s__Finegoldia_magnaFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisFinegoldia	
  magna 0.05 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Parvimonas|s__Parvimonas_microsFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisParvimonas	
  micros 0.01 0.02 -­‐0 -­‐0.1 0.19 4.29 -­‐0.1 -­‐0.2 -­‐0.2 0.25 0.38 -­‐∞ -­‐0.7 0.36 1.48 -­‐0.2 -­‐0.8 -­‐2.4
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Peptoniphilus|s__Peptoniphilus_duerdeniiFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisPeptoniphilus	
  duerdenii 0.01 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Peptoniphilus|s__Peptoniphilus_hareiFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisPeptoniphilus	
  harei -­‐0.1 -­‐0 4.9 0.02 -­‐2.1 -­‐2.1 -­‐2.1 -­‐0.6 -­‐0.1 1.56 ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Peptoniphilus|s__Peptoniphilus_lacrimalisFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisPeptoniphilus	
  lacrimalis
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_Family_XI_Incertae_Sedis|g__Peptoniphilus|s__Peptoniphilus_unclassifiedFirmicutes Clostridiales	
  Family	
  XI	
  Incertae	
  SedisPeptoniphilus	
  unclassified 0.01 -­‐0 -­‐0 -­‐0 0.02 -­‐0.1 0.03 0.06 0.47 -­‐0 -­‐0.1 0 0.46 0.09 0.03 -­‐0 -­‐0 -­‐0 0.17 -­‐0.1 -­‐0 -­‐0.1 0.07 -­‐1 0.48 0.68 1.51 -­‐0.3 -­‐0.3 0.01 ∞ ∞ ∞ -­‐0.2 -­‐0.2 -­‐0.4
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_uncl|g__Blautia|s__Blautia_hanseniiFirmicutes Clostridiales	
  uncl Blautia	
  hansenii -­‐0 -­‐0 -­‐0 0 0 -­‐0 -­‐0 -­‐0 -­‐0 0 -­‐0 -­‐0 -­‐0.3 -­‐0.3 1.13 -­‐0.3 -­‐∞ -­‐∞ 0.45 0.33 -­‐∞ -­‐0.5 -­‐0.4 -­‐0.5 0.13 -­‐0.1 -­‐0.2 -­‐0.7 -­‐0.7 0.66
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_uncl|g__Blautia|s__Blautia_hydrogenotrophicaFirmicutes Clostridiales	
  uncl Blautia	
  hydrogenotrophica -­‐0.5 -­‐0.8 -­‐0.7 -­‐0 -­‐0 -­‐0 0.19 -­‐0.1 -­‐0.2 -­‐0.5 -­‐0.5 -­‐0.4 0.01 -­‐0 0 -­‐1.3 -­‐1.3 -­‐1.3 -­‐0.3 -­‐0.5 -­‐0.4 -­‐∞ -­‐∞ -­‐∞ 0.24 -­‐0.4 -­‐1.1 -­‐1 -­‐1.1 -­‐0.8 0.43 -­‐0.3 0.03 -­‐0.5 -­‐0.5 -­‐0.5
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Clostridiales_uncl|g__Blautia|s__Blautia_unclassifiedFirmicutes Clostridiales	
  uncl Blautia	
  unclassified 0.21 0.43 -­‐0 -­‐2.8 -­‐2.3 -­‐3.7 -­‐1.2 -­‐0.3 -­‐2.6 -­‐0.4 0.02 -­‐0.3 -­‐0.3 -­‐0.4 -­‐0.3 0.45 0.38 0.12 0.26 0.42 -­‐0 -­‐0.5 -­‐0.3 -­‐0.9 -­‐0.2 -­‐0 -­‐0.7 -­‐0.1 0.01 -­‐0.1 -­‐0.2 -­‐0.2 -­‐0.2 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Anaerofustis|s__Anaerofustis_stercorihominisFirmicutes Eubacteriaceae Anaerofustis	
  stercorihominis
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_cellulosolvensFirmicutes Eubacteriaceae Eubacterium	
  cellulosolvens 0 0 ∞ ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_eligensFirmicutes Eubacteriaceae Eubacterium	
  eligens -­‐2.7 1.83 0.62 4.67 -­‐0 -­‐0 -­‐5.7 -­‐5.7 -­‐8 -­‐2.1 -­‐3.6 -­‐2.8 -­‐2.1 -­‐1.2 -­‐0.6 0.57 -­‐1.3 -­‐1.6 -­‐2 0.22 0.09 2.44 -­‐∞ -­‐∞ -­‐0.3 -­‐0.3 -­‐0.5 -­‐0.1 -­‐0.3 -­‐0.2 -­‐0.4 -­‐0.2 -­‐0.1 0.13 -­‐0.6 -­‐1.4
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_halliiFirmicutes Eubacteriaceae Eubacterium	
  hallii -­‐0.9 0.88 0.44 -­‐1.1 -­‐1.4 -­‐1.5 0.12 -­‐0.6 -­‐0.7 0.97 0.37 2.08 0.43 -­‐0 0.02 -­‐0.1 -­‐0 -­‐0.2 -­‐0.4 0.2 0.11 -­‐0.5 -­‐0.9 -­‐1.2 0.03 -­‐0.2 -­‐0.2 0.18 0.08 0.32 0.57 -­‐0.2 0.05 -­‐0.2 -­‐0 -­‐0.3
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_limosumFirmicutes Eubacteriaceae Eubacterium	
  limosum -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.2 -­‐0.9 -­‐0.8 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_rectaleFirmicutes Eubacteriaceae Eubacterium	
  rectale 2.61 -­‐31 -­‐25 0.16 -­‐0 -­‐0 -­‐0.2 0.32 -­‐2.1 2.94 -­‐3.6 9.38 0.18 7.41 8.89 3.31 6.32 0.74 0.03 -­‐0.6 -­‐0.4 0.67 -­‐∞ -­‐∞ -­‐0 0.02 -­‐0.2 0.18 -­‐0.4 0.42 0.06 0.86 0.93 0.43 0.62 0.14
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_siraeumFirmicutes Eubacteriaceae Eubacterium	
  siraeum 0 -­‐10 -­‐12 -­‐13 ∞ -­‐0.6 -­‐0.9 -­‐1.4
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Eubacteriaceae|g__Eubacterium|s__Eubacterium_ventriosumFirmicutes Eubacteriaceae Eubacterium	
  ventriosum 2.38 0.23 7.96 -­‐0 -­‐0.1 -­‐0.1 -­‐0 0.01 -­‐0 0.06 1.7 0.35 -­‐0.2 0.35 0.19 1.93 1.86 -­‐0 1.06 0.31 1.56 -­‐0.6 -­‐∞ -­‐∞ -­‐0.1 0.04 -­‐0.4 0.18 1.16 0.58 -­‐0.5 0.4 0.25 0.85 0.84 -­‐0
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Anaerostipes|s__Anaerostipes_caccaeFirmicutes Lachnospiraceae Anaerostipes	
  caccae 0 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Butyrivibrio|s__Butyrivibrio_crossotusFirmicutes Lachnospiraceae Butyrivibrio	
  crossotus 0 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Butyrivibrio|s__Butyrivibrio_unclassifiedFirmicutes Lachnospiraceae Butyrivibrio	
  unclassified -­‐0 0.04 -­‐0 -­‐0 -­‐0 -­‐0.1 -­‐0 -­‐0.1 -­‐0.1 0.03 0.02 -­‐0 0.01 0.01 -­‐0 -­‐0 -­‐0 -­‐0 -­‐0.1 0.22 -­‐0.4 -­‐0.4 -­‐0.3 -­‐∞ -­‐0 -­‐0.2 -­‐0.5 0.13 0.11 -­‐0.1 0.21 0.22 -­‐0.3 -­‐0.2 -­‐0.2 -­‐0.3
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Coprococcus|s__Coprococcus_catusFirmicutes Lachnospiraceae Coprococcus	
  catus -­‐0.1 0.03 -­‐0.3 -­‐0.3 -­‐0.3 -­‐1.8 0.14 -­‐0.1 -­‐0.3 0.05 0.04 0.36 0.08 -­‐0.3 -­‐0.3 0.43 0.19 -­‐0.4 -­‐0.1 0.03 -­‐0.3 -­‐0.1 -­‐0.1 -­‐0.9 0.12 -­‐0.2 -­‐0.6 0.06 0.06 0.36 0.04 -­‐0.2 -­‐0.2 0.23 0.12 -­‐0.4
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Coprococcus|s__Coprococcus_comesFirmicutes Lachnospiraceae Coprococcus	
  comes -­‐0.1 0.4 -­‐1.1 -­‐5.6 -­‐7 -­‐7.1 -­‐0.9 -­‐1.1 -­‐1.4 0.64 1.47 2.74 0.49 0.87 0.54 0.26 0.92 0.23 -­‐0 0.06 -­‐0.3 -­‐0.5 -­‐1 -­‐1.1 -­‐0.3 -­‐0.4 -­‐0.7 0.1 0.19 0.31 0.76 0.97 0.79 0.12 0.33 0.11
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Coprococcus|s__Coprococcus_eutactusFirmicutes Lachnospiraceae Coprococcus	
  eutactus
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Dorea|s__Dorea_formicigeneransFirmicutes Lachnospiraceae Dorea	
  formicigenerans 0.83 1.31 0.74 -­‐0.2 1.07 -­‐0.9 -­‐0.1 0.07 0.14 -­‐0.5 -­‐0.1 0.83 0.4 0.51 0.39 -­‐0.6 -­‐2 -­‐0.7 0.22 0.31 0.2 -­‐0.1 0.26 -­‐0.5 -­‐0 0.02 0.04 -­‐0.1 -­‐0 0.14 0.32 0.37 0.31 -­‐0.1 -­‐0.4 -­‐0.1
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Dorea|s__Dorea_longicatenaFirmicutes Lachnospiraceae Dorea	
  longicatena 1.01 3.66 -­‐0.9 -­‐2.7 -­‐2.5 -­‐3.6 0.37 -­‐0.2 0.75 -­‐0.8 0.35 1.57 -­‐0.2 1.32 0.82 -­‐0.4 0.23 1.9 0.09 0.25 -­‐0.1 -­‐0.5 -­‐0.4 -­‐1 0.07 -­‐0 0.13 -­‐0.2 0.06 0.22 -­‐0 0.23 0.16 -­‐0.2 0.08 0.42
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Marvinbryantia|s__Marvinbryantia_formatexigensFirmicutes Lachnospiraceae Marvinbryantia	
  formatexigens 0 -­‐0 -­‐0 -­‐0 0 0 -­‐0 0 0 0 -­‐0.3 -­‐0.3 -­‐0.3 ∞ -­‐∞ -­‐∞ -­‐∞ 0.36 0.2 -­‐1.1 ∞ ∞ ∞ -­‐0.5 -­‐0.7 -­‐0.9
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Oribacterium|s__Oribacterium_sinusFirmicutes Lachnospiraceae Oribacterium	
  sinus 0 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Roseburia|s__Roseburia_intestinalisFirmicutes Lachnospiraceae Roseburia	
  intestinalis -­‐0.7 2.35 0.72 -­‐0 -­‐0 -­‐0 1.32 2.86 0 0.15 -­‐0.3 0.82 -­‐0.2 0.33 0.72 8.17 2.15 0.37 -­‐0.8 0.6 0.28 -­‐0.3 -­‐∞ -­‐∞ 2.41 2.74 0.02 0.05 -­‐0.1 0.21 -­‐1 0.42 0.66 1.3 0.78 0.27
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Roseburia|s__Roseburia_inulinivoransFirmicutes Lachnospiraceae Roseburia	
  inulinivorans -­‐0.3 -­‐1.4 -­‐1.4 -­‐1.5 -­‐2.5 -­‐2 -­‐0.6 0.12 -­‐1.1 0.01 1.29 -­‐0.1 -­‐0.6 -­‐0.5 -­‐0.2 2.72 1.84 0.8 -­‐0.1 -­‐0.5 -­‐0.5 -­‐0.4 -­‐∞ -­‐0.7 -­‐0.3 0.04 -­‐2.1 0.01 0.4 -­‐0.1 -­‐1 -­‐0.5 -­‐0.2 1.35 1.19 0.86
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Lachnospiraceae|g__Roseburia|s__Roseburia_unclassifiedFirmicutes Lachnospiraceae Roseburia	
  unclassified 0.02 0.02 ∞ ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Peptostreptococcaceae|g__Peptostreptococcus|s__Peptostreptococcus_anaerobiusFirmicutes Peptostreptococcaceae Peptostreptococcus	
  anaerobius 0.03 0.62 0.01 0 -­‐0.1 -­‐0.1 -­‐0.1 ∞ ∞ ∞ ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Peptostreptococcaceae|g__Peptostreptococcus|s__Peptostreptococcus_stomatisFirmicutes Peptostreptococcaceae Peptostreptococcus	
  stomatis 0.26 0.23 -­‐0 -­‐0.1 0.01 0.69 3.41 0.36 -­‐0.5 0.05 1.04 1.01 -­‐∞ -­‐0.7 0.03 0.7 0.89 0.23 -­‐1.8 ∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Peptostreptococcaceae|g__Peptostreptococcus|s__Peptostreptococcus_unclassifiedFirmicutes Peptostreptococcaceae Peptostreptococcus	
  unclassified 0 -­‐0 -­‐0 -­‐0 ∞ -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Anaerotruncus|s__Anaerotruncus_colihominisFirmicutes Ruminococcaceae Anaerotruncus	
  colihominis 0.02 0 0 0 0 0 0 0.01 0.04 -­‐0 -­‐0 ∞ ∞ 1.03 0.99 0.95 ∞ ∞ ∞ 1.25 -­‐0.3 -­‐0
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Faecalibacterium|s__Faecalibacterium_cfFirmicutes Ruminococcaceae Faecalibacterium	
  cf 0.94 2.79 3 -­‐0.9 -­‐0.9 -­‐1.2 -­‐0 -­‐0.4 -­‐1.4 -­‐2.4 -­‐1.4 -­‐3 0.18 0.52 0.49 -­‐2.4 -­‐3 -­‐4.4 0.19 0.43 0.45 -­‐0.3 -­‐0.3 -­‐0.5 -­‐0 -­‐0.1 -­‐0.2 -­‐0.5 -­‐0.2 -­‐0.9 0.1 0.25 0.23 -­‐0.3 -­‐0.5 -­‐1.3
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Faecalibacterium|s__Faecalibacterium_prausnitziiFirmicutes Ruminococcaceae Faecalibacterium	
  prausnitzii 10.1 1.51 -­‐0.4 -­‐13 -­‐15 -­‐16 -­‐6.1 -­‐3 -­‐6.3 5.36 7.23 -­‐1 2.08 2.6 2.28 -­‐2.5 -­‐4 -­‐8 0.27 0.05 -­‐0 -­‐0.3 -­‐0.4 -­‐0.5 -­‐0.2 -­‐0.1 -­‐0.2 0.26 0.32 -­‐0.1 0.26 0.3 0.28 -­‐0.1 -­‐0.3 -­‐1.1
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Faecalibacterium|s__Faecalibacterium_unclassifiedFirmicutes Ruminococcaceae Faecalibacterium	
  unclassified -­‐0.3 -­‐0.2 0.14 -­‐2.4 -­‐2.3 -­‐3.4 -­‐0.9 -­‐2.7 -­‐4.8 0.66 1.06 -­‐0.2 -­‐0.1 0.13 -­‐0 -­‐1.2 -­‐1.3 -­‐2.4 -­‐∞ -­‐0.6 0.18 -­‐0.3 -­‐0.3 -­‐0.6 -­‐0.1 -­‐0.2 -­‐0.4 0.35 0.48 -­‐0.2 -­‐∞ 0.46 -­‐0.3 -­‐0.3 -­‐0.3 -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_albusFirmicutes Ruminococcaceae Ruminococcus	
  albus 0 -­‐0 -­‐0 0.02 -­‐0 -­‐0 0.01 0 0.01 -­‐0 #### 0 -­‐0 -­‐0 -­‐0 0.22 -­‐0.3 -­‐0.4 0.43 -­‐0.2 -­‐0.2 ∞ ∞ ∞ -­‐0.5 -­‐0 0.2 -­‐0.4 -­‐0.6 -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_bromiiFirmicutes Ruminococcaceae Ruminococcus	
  bromii -­‐0 -­‐0 -­‐0 -­‐4.7 -­‐1.1 -­‐2.5 -­‐∞ -­‐∞ -­‐∞ -­‐2.2 -­‐0.1 -­‐0.3
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_gnavusFirmicutes Ruminococcaceae Ruminococcus	
  gnavus 0 -­‐0.1 3.54 -­‐0.1 0.02 0 -­‐0 -­‐0.2 -­‐0.2 -­‐0.1 0 -­‐0 -­‐0 0.03 0.03 0.08 ∞ -­‐0.7 1.37 -­‐0.5 1.1 0.54 -­‐∞ -­‐0.7 -­‐0.9 -­‐0.3 0.07 -­‐0.5 -­‐0.3 0.43 0.43 0.69
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_lactarisFirmicutes Ruminococcaceae Ruminococcus	
  lactaris 0 0 -­‐0 -­‐0 -­‐0 -­‐0 2.08 0.02 0 -­‐1.5 -­‐1.8 -­‐0.8 -­‐0 1.19 0.75 -­‐0 0 -­‐0 0.21 0.15 -­‐0 -­‐0.1 -­‐0.2 -­‐1 2.55 0.66 0.05 -­‐0.3 -­‐0.4 -­‐0.1 -­‐0.5 1.36 1.16 -­‐0 0.15 -­‐∞
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_obeumFirmicutes Ruminococcaceae Ruminococcus	
  obeum -­‐5.8 -­‐1.2 -­‐5.6 -­‐1.1 -­‐2.1 -­‐2.5 2.61 0.7 -­‐1.1 -­‐1.5 1.47 0.12 -­‐4.4 -­‐4.7 -­‐5.5 0 0.53 0.02 -­‐0.8 -­‐0.1 -­‐0.7 -­‐0.2 -­‐0.6 -­‐1 0.34 0.12 -­‐0.3 -­‐0.3 0.17 0.02 -­‐0.5 -­‐0.6 -­‐0.9 0 0.38 0.02
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Ruminococcus|s__Ruminococcus_torquesFirmicutes Ruminococcaceae Ruminococcus	
  torques -­‐0 -­‐0.1 -­‐0.1 -­‐2.2 -­‐1.7 -­‐2.6 1.89 -­‐0.3 -­‐0.5 0.46 -­‐0.5 1.01 1.21 -­‐0.9 -­‐0.3 0.03 0.03 0.59 -­‐0 -­‐0.3 -­‐0.4 -­‐0.6 -­‐0.4 -­‐0.9 0.51 -­‐0.2 -­‐0.4 0.06 -­‐0.1 0.13 0.23 -­‐0.3 -­‐0.1 0.15 0.12 0.89
k__Bacteria|p__Firmicutes|c__Clostridia|o__Clostridiales|f__Ruminococcaceae|g__Subdoligranulum|s__Subdoligranulum_variabileFirmicutes Ruminococcaceae Subdoligranulum	
  variabile 0.01 -­‐0 -­‐0 0.03 -­‐0 -­‐0 0.05 -­‐0 -­‐0 0.01 0.05 0.05 -­‐0 -­‐0 0.09 -­‐0.1 -­‐0 -­‐0.1 0.28 -­‐0.1 -­‐0.2 0.24 -­‐0.9 -­‐0.7 0.26 -­‐0.2 -­‐0.1 0.1 0.33 0.35 -­‐0.3 -­‐0.2 0.28 -­‐0.6 -­‐0.5 -­‐1.1
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Bulleidia|s__Bulleidia_extructaFirmicutes Erysipelotrichaceae Bulleidia	
  extructa
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Catenibacterium|s__Catenibacterium_mitsuokaiFirmicutes Erysipelotrichaceae Catenibacterium	
  mitsuokai -­‐0 -­‐0 -­‐0 0 -­‐1 0.02 2.45 -­‐∞ -­‐∞ -­‐∞ ∞ -­‐0.5 0.01 0.42
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Coprobacillus|s__Coprobacillus_bacteriumFirmicutes Erysipelotrichaceae Coprobacillus	
  bacterium -­‐0 -­‐0 -­‐0 -­‐0 0.16 -­‐0 0.01 -­‐0 0 0.02 -­‐0 0 0.01 0 -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞ -­‐0.4 1.19 -­‐0.3 0.23 -­‐0.4 0.1 0.1 -­‐0.4 0.02 ∞ ∞ -­‐0.8 -­‐0.3 -­‐0.4
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Holdemania|s__Holdemania_filiformisFirmicutes Erysipelotrichaceae Holdemania	
  filiformis 0.15 0.09 0.07 -­‐0 -­‐0 -­‐0 0.01 -­‐0 0.1 -­‐0 -­‐0.1 -­‐0.1 0.01 0 0.02 0.05 -­‐0.1 -­‐0.1 ∞ ∞ ∞ -­‐1.3 -­‐∞ -­‐∞ 0.03 -­‐0.1 0.24 -­‐0.1 -­‐0.3 -­‐0.3 0.23 0.13 0.47 0.19 -­‐0.5 -­‐0.7
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Solobacterium|s__Solobacterium_mooreiFirmicutes Erysipelotrichaceae Solobacterium	
  moorei 0 0 0.02 -­‐0 -­‐0 -­‐0 -­‐0 0 0 0 0 -­‐0 -­‐0 -­‐0 ∞ 0.07 0.3 -­‐∞ -­‐0.8 -­‐∞ -­‐∞ ∞ ∞ ∞ ∞ -­‐∞ -­‐∞ -­‐0.7
k__Bacteria|p__Firmicutes|c__Erysipelotrichi|o__Erysipelotrichales|f__Erysipelotrichaceae|g__Turicibacter|s__Turicibacter_unclassifiedFirmicutes Erysipelotrichaceae Turicibacter	
  unclassified 0 0.06 0.04 0.01 -­‐0.1 -­‐0 -­‐0 -­‐0 -­‐0 0 ∞ ∞ ∞ ∞ -­‐0.6 -­‐0.1 -­‐0.1 -­‐∞ -­‐0.5 0.05
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Acidaminococcaceae|g__Acidaminococcus|s__Acidaminococcus_fermentansFirmicutes Acidaminococcaceae Acidaminococcus	
  fermentans 0 0 0 ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Dialister|s__Dialister_invisusFirmicutes Veillonellaceae Dialister	
  invisus -­‐3.1 -­‐4 -­‐4 3.65 -­‐0.6 -­‐∞ -­‐2 ∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Dialister|s__Dialister_microaerophilusFirmicutes Veillonellaceae Dialister	
  microaerophilus 0.01 0.83 ∞ ∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Megasphaera|s__Megasphaera_micronuciformisFirmicutes Veillonellaceae Megasphaera	
  micronuciformis
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Mitsuokella|s__Mitsuokella_multacidaFirmicutes Veillonellaceae Mitsuokella	
  multacida
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Selenomonas|s__Selenomonas_unclassifiedFirmicutes Veillonellaceae Selenomonas	
  unclassified 0 0.01 0.01 -­‐0 ∞ 0.52 0.77 -­‐0.2
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Veillonella|s__Veillonella_atypicaFirmicutes Veillonellaceae Veillonella	
  atypica 0.17 0.01 0.2 0 0.01 0 0 0.07 -­‐0 ∞ ∞ 1.77 0.03 0.55 ∞ 0.61 1.95 -­‐∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Veillonella|s__Veillonella_disparFirmicutes Veillonellaceae Veillonella	
  dispar 0.09 0.01 ∞ ∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Veillonella|s__Veillonella_parvulaFirmicutes Veillonellaceae Veillonella	
  parvula 0 -­‐0 -­‐0 -­‐0 -­‐0 0.01 -­‐0 0.02 0 0.01 ∞ -­‐∞ -­‐∞ -­‐∞ -­‐∞ 0.7 -­‐∞ ∞ ∞ ∞
k__Bacteria|p__Firmicutes|c__Negativicutes|o__Selenomonadales|f__Veillonellaceae|g__Veillonella|s__Veillonella_unclassifiedFirmicutes Veillonellaceae Veillonella	
  unclassified 0.02 0 -­‐0 -­‐0 0.01 0 0.01 -­‐0 0.1 -­‐0 0.01 0 0 0 ∞ ∞ -­‐0.5 -­‐∞ 0.05 0.03 0.27 -­‐0.6 1.01 -­‐0.3 0.29 ∞ ∞ ∞
k__Bacteria|p__Fusobacteria|c__Fusobacteria|o__Fusobacteriales|f__Fusobacteriaceae|g__Fusobacterium|s__Fusobacterium_nucleatumFusobacteria Fusobacteriaceae Fusobacterium	
  nucleatum -­‐0 -­‐0 -­‐0 0.03 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞ 0.55 -­‐∞ -­‐∞
k__Bacteria|p__Lentisphaerae|c__Lentisphaerae_uncl|o__Victivallales|f__Victivallaceae|g__Victivallis|s__Victivallis_vadensisLentisphaerae Victivallaceae Victivallis	
  vadensis 0 ∞
k__Bacteria|p__Proteobacteria|c__Alphaproteobacteria|o__Rhizobiales|f__Brucellaceae|g__Brucella|s__Brucella_suisProteobacteria Brucellaceae Brucella	
  suis 0.07 ∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Burkholderiales|f__Burkholderiaceae|g__Burkholderia|s__Burkholderia_malleiProteobacteria Burkholderiaceae Burkholderia	
  mallei 0.04 ∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Burkholderiales|f__Burkholderiaceae|g__Burkholderia|s__Burkholderia_pseudomalleiProteobacteria Burkholderiaceae Burkholderia	
  pseudomallei 0.06 ∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Burkholderiales|f__Burkholderiaceae|g__Burkholderia|s__Burkholderia_unclassifiedProteobacteria Burkholderiaceae Burkholderia	
  unclassified -­‐0 -­‐0 0.01 0.02 -­‐∞ -­‐∞ 0.44 ∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Burkholderiales|f__Oxalobacteraceae|g__Oxalobacter|s__Oxalobacter_formigenesProteobacteria Oxalobacteraceae Oxalobacter	
  formigenes 0.03 0.01 0.01 0.03 ∞ ∞ ∞ ∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Burkholderiales|f__Sutterellaceae|g__Sutterella|s__Sutterella_wadsworthensisProteobacteria Sutterellaceae Sutterella	
  wadsworthensis -­‐3.8 -­‐4 -­‐3.9 0.4 0.36 0 0.39 1.09 1.43 -­‐1.1 -­‐1.4 -­‐1.2 0.35 0.33 0 0.32 0.6 0.7
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Neisseriales|f__Neisseriaceae|g__Eikenella|s__Eikenella_corrodensProteobacteria Neisseriaceae Eikenella	
  corrodens -­‐0 -­‐0 -­‐0 -­‐0.8 -­‐∞ -­‐∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Neisseriales|f__Neisseriaceae|g__Neisseria|s__Neisseria_flavescensProteobacteria Neisseriaceae Neisseria	
  flavescens -­‐0 -­‐0 -­‐0 -­‐∞ -­‐∞ -­‐∞
k__Bacteria|p__Proteobacteria|c__Betaproteobacteria|o__Neisseriales|f__Neisseriaceae|g__Neisseria|s__Neisseria_unclassifiedProteobacteria Neisseriaceae Neisseria	
  unclassified 0 ∞
k__Bacteria|p__Proteobacteria|c__Deltaproteobacteria|o__Desulfovibrionales|f__Desulfovibrionaceae|g__Bilophila|s__Bilophila_wadsworthiaProteobacteria Desulfovibrionaceae Bilophila	
  wadsworthia -­‐0.1 -­‐0.3 -­‐0.3 0.22 0.22 0.87 0.42 0.23 0.66 0.4 -­‐0.3 -­‐0.3 0.03 0.98 -­‐0.3 -­‐∞ -­‐1.5 0.59 0.58 1.08 ∞ ∞ ∞ 0.32 -­‐0.6 -­‐1 ∞ ∞
k__Bacteria|p__Proteobacteria|c__Deltaproteobacteria|o__Desulfovibrionales|f__Desulfovibrionaceae|g__Desulfovibrio|s__Desulfovibrio_desulfuricansProteobacteria Desulfovibrionaceae Desulfovibrio	
  desulfuricans 0.03 -­‐0 0.01 -­‐0 -­‐0.1 -­‐0.1 0.14 0.09 0.29 0.06 0.03 0.1 0.13 -­‐0.2 -­‐0.2 -­‐0 -­‐0 0.05 1.12 -­‐∞ 0.71 -­‐0.2 -­‐∞ -­‐0.9 0.58 0.44 0.84 0.6 0.38 0.78 0.18 -­‐1 -­‐0.9 -­‐0.4 -­‐0.2 0.31
k__Bacteria|p__Proteobacteria|c__Deltaproteobacteria|o__Desulfovibrionales|f__Desulfovibrionaceae|g__Desulfovibrio|s__Desulfovibrio_pigerProteobacteria Desulfovibrionaceae Desulfovibrio	
  piger 0.01 ∞
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Enterobacteriales|f__Enterobacteriaceae|g__Escherichia|s__Escherichia_coliProteobacteria Enterobacteriaceae Escherichia	
  coli 1.09 -­‐0.2 -­‐0.6 -­‐1.1 -­‐1.2 -­‐0.8 0.21 -­‐0 0 -­‐0.1 -­‐0.2 1.27 0.23 -­‐0 0.26 0.38 -­‐0.1 -­‐0.7 -­‐0.4 -­‐0.5 -­‐0.3 1.7 -­‐∞ 0.12 -­‐0.1 -­‐0.2 0.49 0.84 -­‐0.1 0.89
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Enterobacteriales|f__Enterobacteriaceae|g__Escherichia|s__Escherichia_unclassifiedProteobacteria Enterobacteriaceae Escherichia	
  unclassified
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Enterobacteriales|f__Enterobacteriaceae|g__Klebsiella|s__Klebsiella_pneumoniaeProteobacteria Enterobacteriaceae Klebsiella	
  pneumoniae
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Enterobacteriales|f__Enterobacteriaceae|g__Klebsiella|s__Klebsiella_unclassifiedProteobacteria Enterobacteriaceae Klebsiella	
  unclassified
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Enterobacteriales|f__Enterobacteriaceae|g__Shigella|s__Shigella_boydiiProteobacteria Enterobacteriaceae Shigella	
  boydii 0.01 ∞
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Pasteurellales|f__Pasteurellaceae|g__Aggregatibacter|s__Aggregatibacter_aphrophilusProteobacteria Pasteurellaceae Aggregatibacter	
  aphrophilus -­‐0 -­‐0 -­‐0 0.01 -­‐1.9 -­‐∞ -­‐∞ ∞
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Pasteurellales|f__Pasteurellaceae|g__Aggregatibacter|s__Aggregatibacter_segnisProteobacteria Pasteurellaceae Aggregatibacter	
  segnis 0 ∞
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Pasteurellales|f__Pasteurellaceae|g__Haemophilus|s__Haemophilus_parainfluenzaeProteobacteria Pasteurellaceae Haemophilus	
  parainfluenzae 0.19 0.12 0.03 -­‐0.5 -­‐0.4 -­‐0.7 -­‐0.1 -­‐0 -­‐0.1 0.43 0.04 -­‐0 0.01 0.02 0.01 0.06 -­‐0 -­‐0 1.88 1.71 1.05 -­‐0.5 -­‐0.4 -­‐1 -­‐0.3 -­‐0.1 -­‐0.7 0.91 0.2 -­‐0.7 ∞ ∞ ∞ 0.39 -­‐0.2 -­‐∞
k__Bacteria|p__Proteobacteria|c__Gammaproteobacteria|o__Pseudomonadales|f__Pseudomonadaceae|g__Pseudomonas|s__Pseudomonas_unclassifiedProteobacteria Pseudomonadaceae Pseudomonas	
  unclassified 0.01 0.01 0 0 0.03 -­‐0 -­‐0 -­‐0 ∞ ∞ ∞ ∞ ∞ -­‐0.2 -­‐0.5 -­‐∞
k__Bacteria|p__Thermi|c__Deinococci|o__Deinococcales|f__Deinococcaceae|g__Deinococcus|s__Deinococcus_unclassifiedThermi Deinococcaceae Deinococcus	
  unclassified 0 0 0 0 0 0.01 0 -­‐0 -­‐0 -­‐0 ∞ ∞ ∞ ∞ ∞ ∞ ∞ -­‐0.1 -­‐∞ -­‐0.3
k__Bacteria|p__Verrucomicrobia|c__Verrucomicrobiae|o__Verrucomicrobiales|f__Verrucomicrobiaceae|g__Akkermansia|s__Akkermansia_muciniphilaVerrucomicrobia Verrucomicrobiaceae Akkermansia	
  muciniphila -­‐0 -­‐0 -­‐0 0.18 0.28 0 -­‐0.2 -­‐∞ -­‐∞ ∞ ∞ ∞
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  in	
  speces	
  that	
  moved	
  toward	
  the	
  donor.
Regular	
  Font:	
  Changes	
  in	
  species	
  that	
  moved	
  away	
  from	
  the	
  donor.
∞:	
  Change	
  in	
  species	
  that	
  increased	
  from	
  undetectable.
-­‐∞:	
  Change	
  in	
  speces	
  that	
  decreased	
  to	
  undetectable.
Red	
  Numbers:	
  	
  absolute	
  changes	
  of	
  at	
  least	
  5%	
  and	
  relative	
  changes	
  of	
  at	
  least	
  one	
  logarithm	
  base	
  10.
####:	
  	
  represents	
  numbers	
  smaller	
  than	
  0.01

Relative	
  Change	
  (log10(Percent	
  AbundanceX/Percent	
  AbundanceBL2))

classification phylum family species

Absolute	
  Change	
  (Percent	
  Abundancex-­‐Percent	
  AbundanceBL2)	
  (%)


