
	  



Additional file 6. Genome diversity statistics for TE families. The species shown along on the y-axis are in phylogenetic order from 
the outgroup (base of the y-axis) to the most derived lineages of the Asteraceae (top of the y-axis). The filled blue points are 
Shannon’s diversity (H), and the black points show Shannon’s evenness (J). 
	  
	  
	  
	  


