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Additional gPCR statistics for Figure 1

Expression of NAT12/NAA30 in GICs compared to NSCs (Figure 1D)
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Expression of NAT12/NAA30 in GICs compared to NSCs (Figure 1F)
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Additional gPCR statistics for Figure 3

Relative expression of NAT12/NAA30 in KD1 (Figure 3A)
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Relative expression of NAT12/NAA30 in KD2 (Figure 3B)
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Additional gPCR statistics for Figure 5

Relative Expression of GFAP, NES and TUBIII in NAT12/NAA30 KD1 and KD2
(Figure 5B)
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