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Additional qPCR statistics for Figure 1 
 
 
Expression of NAT12/NAA30 in GICs compared to NSCs (Figure 1D) 
 
Relative Expression Results 

   

      Gene Expression Std. Error 95% C.I. P(H1) Result 

G 0.034 0,008 - 0,508 0,004 - 1,166 0 DOWN 

F 0.563 0,323 - 0,960 0,180 - 1,354 0.012 DOWN 

E 0.456 0,213 - 1,099 0,095 - 1,209 0.007 DOWN 

D 0.634 0,215 - 1,938 0,019 - 3,427 0.268 
 C 0.472 0,222 - 1,366 0,020 - 1,802 0.033 DOWN 

B 0.785 0,379 - 1,926 0,052 - 3,415 0.532 
 A 0.826 0,372 - 1,712 0,143 - 17,279 0.641 
  

 

 

Expression of NAT12/NAA30 in GICs compared to NSCs (Figure 1F) 
 
Gene Expression Std. Error 95% C.I. P(H1) Result 

RPL30 1 
    ex 2-3 2.114 0,269 - 9,983 0,109 - 168,848 0.266 

 ex 3-4 1.03 0,293 - 4,919 0,001 - 27,665 0.97 
 ex 4-5 1.268 0,256 - 4,506 0,109 - 18,422 0.672 
  

 

 

 

Additional qPCR statistics for Figure 3 

 

 
Relative expression of NAT12/NAA30 in KD1 (Figure 3A) 

 

 
 
 
 
 
 



Relative expression of NAT12/NAA30 in KD2 (Figure 3B) 

 

 
 
 
 
 

Additional qPCR statistics for Figure 5 

 
 
Relative Expression of GFAP, NES and TUBIII in NAT12/NAA30 KD1 and KD2 

(Figure 5B) 

 

 


