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Supplemental Fig. 1: Box plots showing array quality control and normalization results using different normalization methods (BGcorrected, Loess, Loess + Scale, Loess +
Quantile). The normalized data table and flags data table are available at http://projects.bigcat.unimaas.nl/data/pathvisiorpc/data/arra

C_normData.table and
http://projects.bigcat.unimaas.nl/data/pathvisiorpc/data/arayQC_flags.table respectively.
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